2640 

cac 

2643 

<212> Type : DNA 

<211> Length : 2643 

SequenceName : 2814 
SequenceDescription : 

Custom Codon 



Sequence Name : 2 814 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MGADIGDLFE REEVELEYFS GKKIAVDAFN TLYQFISIIR QPDGTPLKDS QGRITSHLSG 
60 

ILYRVSNMVE VGIRPVFVFD GEPPEFKKAE IEERKKRRAE AEEMWIAALQ AGDKDAKKYA 
120 

QAAGRVDEYI VDSAKTLLSY MGIPFVDAPS EGEAQAAYMA AKGDVEYTGS QDYDSLLFGS 
180 

PRLARNLAIT GKRKLPGKNV YVDVKPEIII LESNLKRLGL TREQLIDIAI LVGTDYNEGV 
240 

KGVGVKKALN YIKTYGDIFR ALKALKVNID HVEEIRNFFL NPPVTDDYRI EFREPDFEKA 
300 

IEFLCEEHDF SRERVEKALE KLKALKSTQA TLERWFLEEA PWPPPEGAFV GFVLSRPEPM 
360 

WAELKALAAC RGGRVHRAAD PLAGLKDLKE VRGLLAKDLA VLASREGLDL VPGDDPMLLA 
420 

YLLGPSNTTP EGVARRYGGE WTEDAAHRAL LSERLHRNLL KRLEGEEKLL WLYHEVEKPL 
480 

SRVLAHMEAT GVRLDVAYLQ ALSLELAEEI RRLEEEVFRL AGHPFNLNSR DQLERVLFDE 
540 

LRLPALKKTK KTGKRSTSAA VLEALREAHP IVEKILQHRE LTKLKNTYVD PLPSLVHPRT 
600 

GRLHTRFNQT ATATGRLSSS DPNLQN1PVR TPLGQRIRRA FVAEAGWALV ALDYSQIELR 
660 

VLAHLSGDEN LIRVFQEGKD IHTQTASWMF GVPPEAVDPL MRRAAKTVNF GVLYGMSAHR 
720 

LSQELAIPYE EAVAFIERYF QSFPKVRAWI EKTLEEGRKR GYVETLFGRR RYVPDLNARV 
780 

KSVREAAERM AFNMPVQGTA ADLMKLAMVK LFPRLREMGA RMLLQVANEL LLEAPQARAE 
840 

EVAALAKEAM EKAYPLAVPL EVEVGMGEDW LSAKGHHHHH H 
881 

<212> Type : PRT 
<211> Length : 881 

SequenceName : 2815 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 
60 

ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 
120 

cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 
180 



atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 
240 

ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 
300 

gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 
360 

caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 

420 

atggggattc cctttgtcga tgccccgtct gaaggagagg cgcaggctgc ttacatggca 
480 

gcaaaaggcg atgtggagta cacaggaagc caggattacg attctctgct cttcggaagc 
540 

ccgagactcg ccagaaatct cgcaataacg ggaaaaagga agcttcccgg caaaaatgtc 
600 

tatgtggatg taaagccgga gataataatt ctggaaagca acctcaaaag gctgggtttg 
660 

acgagggagc agctcatcga catagcgatt ctggtcggga cggactacaa tgagggtgtg 
720 

aagggtgtcg gcgtcaagaa ggctttgaac tacatcaaga cctacggaga tattttcagg 
780 

gcactcaagg ctctgaaagt aaatattgac cacgtagagg agataaggaa tttcttcctg 
840 

aatcctcctg tgactgacga ctacagaata gagttcaggg agcctgactt tgagaaggcc 
900 

atcgagttcc tgtgcgagga gcacgacttc agcagggaga gggtcgagaa ggccttggag 
960 

aagctcaaag ctctgaagtc aaccctggag gaggccccct ggcccccgcc ggaaggggcc 
1020 

ttcgtgggct tcgtcctctc ccgccccgag cccatgtggg cggagcttaa agccctggcc 
1080 

gcctgcaggg gcggccgcgt gcaccgggca gcagacccct tggcggggct aaaggacctc 
1140 

aaggaggtcc ggggcctcct cgccaaggac ctcgccgtct tggcctcgag ggaggggcta 
12 00 

gacctcgtgc ccggggacga ccccatgctc ctcgcctacc tcctgggccc ctcgaacacc 
1260 

acccccgagg gggtggcgcg gcgctacggg ggggagtgga cggaggacgc cgcccaccgg 
1320 

gccctcctct cggagaggct ccatcggaac ctccttaagc gcctcgaggg ggaggagaag 
1380 

ctcctttggc tctaccacga ggtggaaaag cccctctccc gggtcctggc ccatatggag 
1440 

gccaccgggg tacggctgga cgtggcctac cttcaggccc tttccctgga gcttgcggag 
1500 

gagatccgcc gcctcgagga ggaggtcttc cgcttggcgg gccacccctt caacctcaac 
1560 

tcccgggacc agctggaaag ggtgctcttt gacgagctta ggcttcccgc cttgaagaag 
1620 

acgaagaaga caggcaagcg ctccaccagc gccgcggtgc tggaggccct acgggaggcc 
1680 

caccccatcg tggagaagat cctccagcac cgggagctca ccaagctcaa gaacacctac 
1740 

gtggaccccc tcccaagcct cgtccacccg aggacgggcc gcctccacac ccgcttcaac 
1800 

cagacggcca cggccacggg gaggcttagt agctccgacc ccaacctgca gaacatcccc 
1860 

gtccgcaccc ccttgggcca gaggatccgc cgggccttcg tggccgaggc gggttgggcg 
1920 

ttggtggccc tggactatag ccagatagag ctccgcgtcc tcgcccacct ctccggggac 
1980 

gaaaacctga tcagggtctt ccaggagggg aaggacatcc acacccagac cgcaagctgg 



2040 

atgttcggcg tccccccgga ggccgtggac cccctgatgc gccgggcggc caagacggtg 
2100 

aacttcggcg tcctctacgg catgtccgcc cataggctct cccaggagct tgccatcccc 
2160 

tacgaggagg cggtggcctt tatagagcgc tacttccaaa gcttccccaa ggtgcgggcc 
2220 

tggatagaaa agaccctgga ggaggggagg aagcggggct acgtggaaac cctcttcgga 
2280 

agaaggcgct acgtgcccga cctcaacgcc cgggtgaaga gcgtcaggga ggccgcggag 
2340 

cgcatggcct tcaacatgcc cgtccagggc accgccgccg acctcatgaa gctcgccatg 
2400 

gtgaagctct tcccccgcct ccgggagatg ggggcccgca tgctcctcca ggtcgccaac 
2460 

gagctcctcc tggaggcccc ccaagcgcgg gccgaggagg tggcggcttt ggccaaggag 
2520 

gccatggaga aggcctatcc cctcgccgtg cccctggagg tggaggtggg gatgggggag 
2580 

gactggcttt ccgccaaggg tcaccaccac caccaccac 
2619 

<212> Type : DNA 
<211> Length : 2619 

SequenceName : 2816 

SequenceDescription : 

Custom Codon 



Sequence Name : 2816 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MGADIGDLFE REEVELEYFS GKKIAVDAFN TLYQFISIIR QPDGTPLKDS QGRITSHLSG 
60 

ILYRVSNMVE VGIRPVFVFD GEPPEFKKAE IEERKKRRAE AEEMWIAALQ AGDKDAKKYA 
120 

QAAGRVDEYI VDSAKTLLSY MG1PFVDAPS EGEAQAAYMA AKGDVEYTGS QDYDSLLFGS 
180 

PRLARNLAIT GKRKLPGKNV YVDVKPEIII LESNLKRLGL TREQLIDIAI LVGTDYNEGV 
240 

KGVGVKKALN YIKTYGDIFR ALKALKVNID HVEEIRNFFL NPPVTDDYRI EFREPDFEKA 
300 

IEFLCEEHDF SRERVEKALE KLKALKSTLE EAPWPPPEGA FVGFVLSRPE PMWAELKALA 
360 

ACRGGRVHRA ADPLAGLKDL KEVRGLLAKD LAVLASREGL DLVPGDDPML LAYLLGPSNT 
420 

TPEGVARRYG GEWTEDAAHR ALLSERLHRN LLKRLEGEEK LLWLYHEVEK PLSRVLAHME 
480 

ATGVRLDVAY LQALSLELAE EIRRLEEEVF RLAGHPFNLN SRDQLERVLF DELRLPALKK 
540 

TKKTGKRSTS AAVLEALREA HPIVEKILQH RELTKLKNTY VDPLPSLVHP RTGRLHTRFN 
600 

QTATATGRLS SSDPNLQNIP VRTPLGQRIR RAFVAEAGWA LVALDYSQIE LRVLAHLSGD 
660 

ENLIRVFQEG KDIHTQTASW MFGVPPEAVD PLMRRAAKTV NFGVLYGMSA HRLSQELAIP 
720 

YEEAVAFIER YFQSFPKVRA WIEKTLEEGR KRGYVETLFG RRRYVPDLNA RVKSVREAAE 
780 

RMAFNMPVQG TAADLMKLAM VKLFPRLREM GARMLLQVAN ELLLEAPQAR AEEVAALAKE 



840 

AMEKAYPLAV PLEVEVGMGE DWLSAKGHHH HHH 
873 

<212> Type : PRT 
<211> Length : 873 

SequenceName : 2 817 

SequenceDescription : 

Sequence 



<213> Organ isniName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gagggctacg aggtccgcat cctcaccgcc 
420 

gacaaagacc tttaccagct cctttccgac cgcatccacg tcctccaccc cgaggggtac 
480 

ctcatcaccc cggcctggct ttgggaaaag tacggcctga ggcccgacca gtgggccgac 
540 

taccgggccc tgaccgggga cgagtccgac aaccttcccg gggtcaaggg catcggggag 
600 

aagacggcga ggaagcttct ggaggagtgg gggagcctgg aagccctcct caagaacctg 
660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggacga tctgaagctc 
720 

tcctgggacc tggccaaggt gcgcaccgac ctgcccctgg aggtggactt cgccaaaagg 
780 

cgggagcccg accgggaggg ggagaagccc cgggaggagg ccccctggcc cccgcccgaa 

840 

ggggccttcg tgggcttcct cctttcccgc cccgagccca tgtgggcgga gcttaaagcc 
900 

ctggccgcct gcaggggcgg ccgcgtgcac cgggcagcag accccttggc ggggctaaag 
960 

gacctcaagg aggtccgggg cctcctcgcc aaggacctcg ccgtcttggc ctcgagggag 
1020 

gggctagacc tcgtgcccgg ggacgacccc atgctcctcg cctacctcct gggcccctcg 
1080 

aacaccaccc ccgagggggt ggcgcggcgc tacggggggg agtggacgga ggacgccgcc 
1140 

caccgggccc tcctctcgga gaggctccat cggaacctcc ttaagcgcct cgagggggag 
1200 

gagaagctcc tttggctcta ccacgaggtg gaaaagcccc tctcccgggt cctggcccat 
1260 

atggaggcca ccggggtacg gctggacgtg gcctaccttc aggccctttc cctggagctt 
1320 

gcggaggaga tccgccgcct cgaggaggag gtcttccgct tggcgggcca ccccttcaac 
1380 

ctcaactccc gggaccagct ggaaagggtg ctctttgacg agcttaggct tcccgccttg 
1440 

aagaagacga agaagacagg caagcgctcc accagcgccg cggtgctgga ggccctacgg 



1500 

gaggcccacc ccatcgtgga gaagatcctc cagcaccggg agctcaccaa gctcaagaac 
1560 

acctacgtgg accccctccc aagcctcgtc cacccgagga cgggccgcct ccacacccgc 
1620 

ttcaaccaga cggccacggc cacggggagg cttagtagct ccgaccccaa cctgcagaac 
1680 

atccccgtcc gcaccccctt gggccagagg atccgccggg ccttcgtggc cgaggcgggt 
1740 

tgggcgttgg tggccctgga ctatagccag atagagctcc gcgtcctcgc ccacctctcc 
1800 

ggggacgaaa acctgatcag ggtcttccag gaggggaagg acatccacac ccagaccgca 
1860 

agctggatgt tcggcgtccc cccggaggcc gtggaccccc tgatgcgccg ggcggccaag 
1920 

acggtgaact tcggcgtcct ctacggcatg tccgcccata ggctctccca ggagcttgcc 
1980 

atcccctacg aggaggcggt ggcctttata gagcgctact tccaaagctt ccccaaggtg 
2040 

cgggcctgga tagaaaagac cctggaggag gggaggaagc ggggctacgt ggaaaccctc 
2100 

ttcggaagaa ggcgctacgt gcccgacctc aacgcccggg tgaagagcgt cagggaggcc 
2160 

gcggagcgca tggccttcaa catgcccgtc cagggcaccg ccgccgacct catgaagctc 
2220 

gccatggtga agctcttccc ccgcctccgg gagatggggg cccgcatgct cctccaggtc 
2280 

gccaacgagc tcctcctgga ggccccccaa gcgcgggccg aggaggtggc ggctttggcc 
2340 

aaggaggcca tggagaaggc ctatcccctc gccgtgcccc tggaggtgga ggtggggatg 
2400 

ggggaggact ggctttccgc caagggtcac caccaccacc accac 
2445 

<212> Type : DNA 
<211> Length : 2445 

SequenceName : 2818 

SequenceDescription : 

Custom Codon 



Sequence Name : 2818 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DKDLYQLLSD RIHVLHPEGY LITPAWLWEK YGLRPDQWAD 
180 

YRALTGDESD NLPGVKGIGE KTARKLLEEW GSLEALLKNL DRLKPAIREK ILAHMDDLKL 
240 

SWDLAKVRTD LPLEVDFAKR REPDREGEKP REEAPWPPPE GAFVGFLLSR PEPMWAELKA 
300 

LAACRGGRVH RAADPLAGLK DLKEVRGLLA KDLAVLASRE GLDLVPGDDP MLLAYLLGPS 
360 

NTTPEGVARR YGGEWTEDAA HRALLSERLH RNLLKRLEGE EKLLWLYHEV EKPLSRVLAH 
420 

MEATGVRLDV AYLQALSLEL AEEIRRLEEE VFRLAGHPFN LNSRDQLERV LFDELRLPAL 



480 

KKTKKTGKRS TSAAVLEALR EAHPIVEKIL QHRELTKLKN TYVDPLPSLV HPRTGRLHTR 
540 

FNQTATATGR LSSSDPNLQN IPVRTPLGQR IRRAFVAEAG WALVALDYSQ IELRVLAHLS 
600 

GDENLIRVFQ EGKDIHTQTA SWMFGVPPEA VDPLMRRAAK TVNFGVLYGM SAHRLSQELA 
660 

IPYEEAVAFI ERYFQSFPKV RAWIEKTLEE GRKRGYVETL FGRRRYVPDL NARVKSVREA 
720 

AERMAFNMPV QGTAADLMKL AMVKLFPRLR EMGARMLLQV ANELLLEAPQ ARAEEVAALA 
780 

KEAMEKAYPL AVPLEVEVGM GEDWLSAKGH HHHHH 
815 

<212> Type : PRT 
<211> Length : 815 

SequenceName : 2819 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct caaggaggac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc aaggccccct ccttccgcca cgaggcctac 
240 

ggggggtaca aggcgggccg ggcccccacc ccggaggact tcccccgcca gctcgccttg 
300 

gtcaagcggc tggtggacct tctgggcctg gtccgcctcg aggccccggg gtacgaggcg 
360 

gacgacgtcc tgggcaccct ggccaagaag gccgaaaagg aggggtacga ggtgcgcatc 
420 

ctcaccgccg accgcgacct ctaccaactc gtctccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggagtggctt tgggagaagt atgggcttaa gccttcccag 
540 

tgggtggact accgggcctt ggccggggac ccttccgaca acatccccgg cgtgaagggc 
600 

atcggggaga agacggcggc caagctgatc cgggagtggg gaagcctgga aaacctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagagg cttagggcct ttctggagag gcttgagttt 
840 

ggcagcctcc tccacgagtt cggccttctg gaaagcccca aggccctgga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc ttcgtcctct cccgccccga gcccatgtgg 
960 

gcggagctta aagccctggc cgcctgcagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 

1140 

ctcctgggcc cctcgaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 



1200 

acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 

cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
1320 

cgggtcctgg cccatatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 
1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
1440 

ggccacccct tcaacctcaa ctcccgggac cagctggaaa gggtgctctt tgacgagctt 
1500 

aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 
1560 

ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 
1620 

accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 
1680 

cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 
174 0 

cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 
1800 

gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 
1860 

ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 
1920 

cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 
1980 

cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 
2040 

tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 
2100 

agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 
2220 

agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 
2280 

gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 2820 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 820 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 



GDAVIWFDA KAPSFRHEAY GGYKAGRAPT PEDFPRQLAL VKRLVDLLGL VRLEAPGYEA 
120 

DDVLGTLAKK AEKEGYEVRI LTADRDLYQL VSDRIHVLHP EGYLITPEWL WEKYGLKPSQ 
180 

WVDYRALAGD PSDNIPGVKG IGEKTAAKLI REWGSLENLL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDRER LRAFLERLEF GSLLHEFGLL ESPKALEEAP 
300 

WPPPEGAFVG FVLSRPEPMW AELKALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 
660 

RRAAKTVNFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 840 

SequenceName : 2821 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
3 00 

atggtggacc ttttgggctt tacccgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gagggctacg aggtccgcat cctcaccgcc 
420 

gacaaagacc tttaccagct cctttccgac cgcatccacg tcctccaccc cgaggggtac 
480 

ctcatcaccc cggcctggct ttgggaaaag tacggcctga ggcccgacca gtgggccgac 
540 

taccgggccc tgaccgggga cgagtccgac aaccttcccg gggtcaaggg catcggggag 
600 

aagacggcga ggaagcttct ggaggagtgg gggagcctgg aagccctcct caagaacctg 
660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggacga tctgaagctc 
720 

tcctgggacc tggccaaggt gcgcaccgac ctgcccctgg aggtggactt cgccaaaagg 



780 

cgggagcccg accgggaggg ggagaagccc cgggaggagg ccccctggcc cccgcccgaa 
840 

ggggccttcg tgggcttcct cctttcccgc cccgagccca tgtgggcgga gcttaaagcc 
900 

ctggccgcct gcaggggcgg ccgcgtgcac cgggcagcag accccttggc ggggctaaag 
960 

gacctcaagg aggtccgggg cctcctcgcc aaggacctcg ccgtcttggc ctcgagggag 
1020 

gggctagacc tcgtgcccgg ggacgacccc atgctcctcg cctacctcct gggcccctcg 
1080 

aacaccaccc ccgagggggt ggcgcggcgc tacggggggg agtggacgga ggacgccgcc 
1140 

caccgggccc tcctctcgga gaggctccat cggaacctcc ttaagcgcct cgagggggag 
1200 

gagaagctcc tttggctcta ccacgaggtg gaaaagcccc tctcccgggt cctggcccat 
1260 

atggaggcca ccggggtacg gctggacgtg gcctaccttc aggccctttc cctggagctt 
1320 

gcggaggaga tccgccgcct cgaggaggag gtcttccgct tggcgggcca ccccttcaac 
1380 

ctcaactccc gggaccagct ggaaagggtg ctctttgacg agcttaggct tcccgccttg 
1440 

aagaagacga agaagacagg caagcgctcc accagcgccg cggtgctgga ggccctacgg 
1500 

gaggcccacc ccatcgtgga gaagatcctc cagcaccggg agctcaccaa gctcaagaac 
1560 

acctacgtgg accccctccc aagcctcgtc cacccgagga cgggccgcct ccacacccgc 
1620 

ttcaaccaga cggccacggc cacggggagg cttagtagct ccgaccccaa cctgcagaac 
1680 

atccccgtcc gcaccccctt gggccagagg atccgccggg ccttcgtggc cgaggcgggt 
1740 

tgggcgttgg tggccctgga ctatagccag atagagctcc gcgtcctcgc ccacctctcc 
1800 

ggggacgaaa acctgatcag ggtcttccag gaggggaagg acatccacac ccagaccgca 
1860 

agctggatgt tcggcgtccc cccggaggcc gtggaccccc tgatgcgccg ggcggccaag . 
1920 

acggtgaact tcggcgtcct ctacggcatg tccgcccata ggctctccca ggagcttgcc 
1980 

atcccctacg aggaggcggt ggcctttata gagcgctact tccaaagctt ccccaaggtg 
2040 

cgggcctgga tagaaaagac cctggaggag gggaggaagc ggggctacgt ggaaaccctc 
2100 

ttcggaagaa ggcgctacgt gcccgacctc aacgcccggg tgaagagcgt cagggaggcc 
2160 

gcggagcgca tggccttcaa catgcccgtc cagggcaccg ccgccgacct catgaagctc 
2220 

gccatggtga agctcttccc ccgcctccgg gagatggggg cccgcatgct cctccaggtc 
2280 

gccaacgagc tcctcctgga ggccccccaa gcgcgggccg aggaggtggc ggctttggcc 
2340 

aaggaggcca tggagaaggc ctatcccctc gccgtgcccc tggaggtgga ggtggggatg 
2400 

ggggaggact ggctttccgc caagggtcac caccaccacc accac 
2445 

<212> Type : DNA 
<211> Length : 2445 

SequenceName : 2822 

SequenceDe s cr ip t ion : 



Custom Codon 



Sequence Name : 2 822 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQL ALIKE MVDLLGFTRL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DKDLYQLLSD RIHVLHPEGY LITPAWLWEK YGLRPDQWAD 
180 

YRALTGDESD NLPGVKGIGE KTARKLLEEW GSLEALLKNL DRLKPAIREK ILAHMDDLKL 
240 

SWDLAKVRTD LPLEVDFAKR REPDREGEKP REEAPWPPPE GAFVGFLLSR PEPMWAELKA 
300 

LAACRGGRVH RAADPLAGLK DLKEVRGLLA KDLAVLASRE GLDLVPGDDP MLLAYLLGPS 
360 

NTTPEGVARR YGGEWTEDAA HRALLSERLH RNLLKRLEGE EKLLWLYHEV EKPLSRVLAH 
420 

MEATGVRLDV AYLQALSLEL AEEIRRLEEE VFRLAGHPFN LNSRDQLERV LFDELRLPAL 
480 

KKTKKTGKRS TSAAVLEALR EAHPIVEKIL QHRELTKLKN TYVDPLPSLV HPRTGRLHTR 
540 

FNQTATATGR LSSSDPNLQN IPVRTPLGQR I RRAF VAE AG WALVALDYSQ IELRVLAHLS 
600 

GDENLIRVFQ EGKDIHTQTA SWMFGVPPEA VDPLMRRAAK TVNFGVLYGM SAHRLSQELA 
660 

IPYEEAVAFI ERYFQSFPKV RAWIEKTLEE GRKRGYVETL FGRRRYVPDL NARVKSVREA 
720 

AERMAFNMPV QGTAADLMKL AMVKLFPRLR EMGARMLLQV ANELLLEAPQ ARAEEVAALA 
780 

KEAMEKAYPL AVPLEVEVGM GEDWLSAKGH HHHHH 
815 

<212> Type : PRT 
<211> Length : 815 

SequenceName : 2 823 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct caaggaggac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc aaggccccct ccttccgcca cgaggcctac 
240 

ggggggtaca aggcgggccg ggcccccacc ccggaggact tcccccgcca gctcgccttg 
300 

gtcaagcggc tggtggacct tctgggcttt acccgcctcg aggccccggg gtacgaggcg 
360 

gacgacgtcc tgggcaccct ggccaagaag gccgaaaagg aggggtacga ggtgcgcatc 
420 

ctcaccgccg accgcgacct ctaccaactc gtctccgacc gcatccacgt cctccacccc 



480 

gaggggtacc tcatcacccc ggagtggctt 
540 

tgggtggact accgggcctt ggccggggac 
600 

atcggggaga agacggcggc caagctgatc 
660 

aagaacctgg accggctgaa gcccgccatc 
720 

ctgaagctct cctgggacct ggccaaggtg 

gccaaaaggc gggagcccga ccgggagagg 
840 

ggcagcctcc tccacgagtt cggccttctg 
900 

tggcccccgc cggaaggggc cttcgtgggc 
960 

gcggagctta aagccctggc cgcctgcagg 
1020 

ttggcggggc taaaggacct caaggaggtc 
1080 

ttggcctcga gggaggggct agacctcgtg 
1140 

ctcctgggcc cctcgaacac cacccccgag 
1200 

acggaggacg ccgcccaccg ggccctcctc 
1260 

cgcctcgagg gggaggagaa gctcctttgg 
1320 

cgggtcctgg cccatatgga ggccaccggg 
1380 

ctttccctgg agcttgcgga ggagatccgc 
1440 

ggccacccct tcaacctcaa ctcccgggac 
1500 

aggcttcccg ccttgaagaa gacgaagaag 
1560 

ctggaggccc tacgggaggc ccaccccatc 
1620 

accaagctca agaacaccta cgtggacccc 
1680 

cgcctccaca cccgcttcaa ccagacggcc 
1740 

cccaacctgc agaacatccc cgtccgcacc 
1800 

gtggccgagg cgggttgggc gttggtggcc 
1860 

ctcgcccacc tctccgggga cgaaaacctg 
1920 

cacacccaga ccgcaagctg gatgttcggc 
1980 

cgccgggcgg ccaagacggt gaacttcggc 
2040 

tcccaggagc ttgccatccc ctacgaggag 
2100 

agcttcccca aggtgcgggc ctggatagaa 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc 
2220 

agcgtcaggg aggccgcgga gcgcatggcc 
2280 



tgggagaagt atgggcttaa gccttcccag 
ccttccgaca acatccccgg cgtgaagggc 
C999 a 9tggg gaagcctgga aaacctcctc 
cgggagaaga tcctggccca catggacgat 
cgcaccgacc tgcccctgga ggtggacttc 
cttagggcct ttctggagag gcttgagttt 
gaaagcccca aggccctgga ggaggccccc 
ttcgtcctct cccgccccga gcccatgtgg 
99 C 99 CC 9 C 9 tgcaccgggc agcagacccc 
cggggcctcc tcgccaagga cctcgccgtc 
cccggggacg accccatgct cctcgcctac 
ggggtggcgc ggcgctacgg gggggagtgg 
tcggagaggc tccatcggaa cctccttaag 
ctctaccacg aggtggaaaa gcccctctcc 
gtacggctgg acgtggccta ccttcaggcc 
cgcctcgagg aggaggtctt ccgcttggcg 
cagctggaaa gggtgctctt tgacgagctt 
acaggcaagc gctccaccag cgccgcggtg 
gtggagaaga tcctccagca ccgggagctc 
ctcccaagcc tcgtccaccc gaggacgggc 
acggccacgg ggaggcttag tagctccgac 
cccttgggcc agaggatccg ccgggccttc 
ctggactata gccagataga gctccgcgtc 
atcagggtct tccaggaggg gaaggacatc 
gtccccccgg aggccgtgga ccccctgatg 
gtcctctacg gcatgtccgc ccataggctc 
gcggtggcct ttatagagcg ctacttccaa 
aagaccctgg aggaggggag gaagcggggc 
tacgtgcccg acctcaacgc ccgggtgaag 
ttcaacatgc ccgtccaggg caccgccgcc 



gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 2824 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 824 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GDAVIWFDA KAPSFRHEAY GGYKAGRAPT PEDFPRQLAL VKRLVDLLGF TRLEAPGYEA 
120 

DDVLGTLAKK AEKEGYEVRI LTADRDLYQL VSDRIHVLHP EGYLITPEWL WEKYGLKPSQ 
180 

WVDYRALAGD PSDNIPGVKG I GEKTAAKL I REVJGSLENLL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDRER LRAFLERLEF GSLLHEFGLL ESPKALEEAP 
300 

WPPPEGAFVG FVLSRPEPMW AELKALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 
660 

RRAAKTWFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 840 

SequenceName : 2 825 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 



60 






ctggcctacc 


gtaccttttt 


tgccctgaag 


120 






caggcggtgt 


acgggtttgc 


caagagcctt 


180 






gtgatcgtgg 


tctttgacgc 


cgaggccccc 


240 






aaggcggggc 


gggctcccac 


ccccgaggac 


300 






atggtggacc 


ttttgggcct 


ggagcgcctc 


360 






ctggctaccc 


tggccaagaa 


ggcggaaaag 


420 






gacaaagacc 


tttaccagct 


cctttccgac 


480 






ctcatcaccc 


cggcctggct 


ttgggaaaag 


540 






taccgggccc 


tgaccgggga cgagtccgac 


600 






aagacggcga 


ggaagcttct 


ggaggagtgg 


660 






gaccggctga 


agcccgccat 


ccgggagaag 


720 






tcctgggacc 


tggccaaggt 


gcgcaccgac 


780 






cgggagcccg 


accgggaggg 


ggagaagccc 


840 






ggggccttcg 


tgggcttcct 


cctttcccgc 


900 






ctggccgcct 


gcaggggcgg ccgcgtgcac 


960 






gacctcaagg 


aggtccgggg 


cctcctcgcc 


1020 






gggctagacc 


tcgtgcccgg 


ggacgacccc 


1080 






aacaccaccc 


ccgagggggt 


ggcgcggcgc 


1140 






caccgggccc 


tcctctcgga gaggctccat 


1200 






gagaagctcc 


tttggctcta 


ccacgaggtg 


1260 






atggaggcca 


ccggggtacg gctggacgtg 


1320 






gcggaggaga 


tccgccgcct 


cgaggaggag 


1380 






ctcaactccc 


gggaccagct 


ggaaagggtg 


1440 






aagaagacga 


agaagacagg 


caagcgctcc 


1500 






gaggcccacc 


ccatcgtgga 


gaagatcctc 


1560 






acctacgtgg 


accccctccc 


aagcctcgtc 


1620 






ttcaaccaga 


cggccacggc 


cacggggagg 


1680 






atccccgtcc 


gcaccccctt 


gggccagagg 


1740 






tgggcgttgg 


tggccctgga 


ctatagccag 


1800 






ggggacgaaa 


acctgatcag 


ggtcttccag 


1860 







ggcctcacca ccagccgcgg ggagccggtc 
ttgaaggcgc taagggaaga cggggatgtg 
tccttccgcc accagaccta cgaggcctac 
tttccccggc agcttgccct tatcaaggag 
gaggtgccgg gctttgaagc ggatgacgtc 
gagggctacg aggtccgcat cctcaccgcc 
cgcatccacg tcctccaccc cgaggggtac 
tacggcctga ggcccgacca gtgggccgac 
aaccttcccg gggtcaaggg catcggggag 
999 a 9 cct 99 aagccctcct caagaacctg 
atcctggccc acatggacga tctgaagctc 
ctgcccctgg aggtggactt cgccaaaagg 
cgggaggagg ccccctggcc cccgcccgaa 
cccgagccca tgtgggcgga gcttaaagcc 
cgggcagcag accccttggc ggggctaaag 
aaggacctcg ccgtcttggc ctcgagggag 
atgctcctcg cctacctcct gggcccctcg 
tacggggggg agtggacgga ggacgccgcc 
cggaacctcc ttaagcgcct cgagggggag 
gaaaagcccc tctcccgggt cctggcccat 
gcctaccttc aggccctttc cctggagctt 
gtcttccgct tggcgggcca ccccttcaac 
ctctttgacg agcttaggct tcccgccttg 
accagcgccg cggtgctgga ggccctacgg 
cagcaccggg agctcaccaa gctcaagaac 
cacccgagga cgggccgcct ccacacccgc 
cttagtagct ccgaccccaa cctgcagaac 
atccgccggg ccttcgtggc cgaggcgggt 
atagagctcc gcgtcctcgc ccacctctcc 
gaggggaagg acatccacac ccagaccgca 



agctggatgt tcggcgtccc cccggaggcc 
1920 

acggtgaact tcggcgtcct ctacggcatg 
1980 

atcccctacg aggaggcggt ggcctttata 
2040 

cgggcctgga tagaaaagac cctggaggag 
2100 

ttcggaagaa ggcgctacgt gcccgacctc 
2160 

gcggagcgca tggccttcaa catgcccgtc 
2220 

gccatggtga agctcttccc ccgcctccgg 
2280 

gccaacgagc tcctcctgga ggccccccaa 
2340 

aaggaggcca tggagaaggc ctatcccctc 
2400 

ggggaggact ggctttccgc caagggtcac 
2445 

<212> Type : DNA 

<211> Length : 2445 

SequenceName : 2826 
SequenceDescription : 

Custom Codon 



Sequence Name : 282 6 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAEAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DKDLYQLLSD RIHVLHPEGY LITPAWLWEK YGLRPDQWAD 
180 

YRALTGDESD NLPGVKGIGE KTARKLLEEW GSLEALLKNL DRLKPAIREK ILAHMDDLKL 
240 

SWDLAKVRTD LPLEVDFAKR REPDREGEKP REEAPWPPPE GAFVGFLLSR PEPMWAELKA 
300 

LAACRGGRVH RAADPLAGLK DLKEVRGLLA KDLAVLASRE GLDLVPGDDP MLLAYLLGPS 
360 

NTTPEGVARR YGGEWTEDAA HRALLSERLH RNLLKRLEGE EKLLWLYHEV EKPLSRVLAH 
420 

MEATGVRLDV AYLQALSLEL AEEIRRLEEE VFRLAGHPFN LNSRDQLERV LFDELRLPAL 
480 

KKTKKTGKRS TSAAVLEALR EAHPIVEKIL QHRELTKLKN TYVDPLPSLV HPRTGRLHTR 
540 

FNQTATATGR LSSSDPNLQN IPVRTPLGQR IRRAFVAEAG WALVALDYSQ IELRVLAHLS 
600 

GDENLIRVFQ EGKDIHTQTA SWMFGVPPEA VDPLMRRAAK TVNFGVLYGM SAHRLSQELA 
660 

IPYEEAVAFI ERYFQSFPKV RAWIEKTLEE GRKRGYVETL FGRRRYVPDL NARVKSVREA 
720 

AERMAFNMPV QGTAADLMKL AMVKLFPRLR EMGARMLLQV ANELLLEAPQ ARAEEVAALA 
780 

KEAMEKAYPL AVPLEVEVGM GEDWLSAKGH HHHHH 
815 



gtggaccccc tgatgcgccg ggcggccaag 
tccgcccata ggctctccca ggagcttgcc 
gagcgctact tccaaagctt ccccaaggtg 
gggaggaagc ggggctacgt ggaaaccctc 
aacgcccggg tgaagagcgt cagggaggcc 
cagggcaccg ccgccgacct catgaagctc 
gagatggggg cccgcatgct cctccaggtc 
gcgcgggccg aggaggtggc ggctttggcc 
gccgtgcccc tggaggtgga ggtggggatg 
caccaccacc accac 



<212> Type : PRT 

<211> Length : 815 

SequenceName : 2827 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tctttgacgc cgaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggctt tacccgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gagggctacg aggtccgcat cctcaccgcc 
420 

gacaaagacc tttaccagct cctttccgac cgcatccacg tcctccaccc cgaggggtac 
480 

ctcatcaccc cggcctggct ttgggaaaag tacggcctga ggcccgacca gtgggccgac 
540 

taccgggccc tgaccgggga cgagtccgac aaccttcccg gggtcaaggg catcggggag 
600 

aagacggcga ggaagcttct ggaggagtgg gggagcctgg aagccctcct caagaacctg 
660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggacga tctgaagctc 
720 

tcctgggacc tggccaaggt gcgcaccgac ctgcccctgg aggtggactt cgccaaaagg 
780 

cgggagcccg accgggaggg ggagaagccc cgggaggagg ccccctggcc cccgcccgaa 
840 

ggggccttcg tgggcttcct cctttcccgc cccgagccca tgtgggcgga gcttaaagcc 
900 

ctggccgcct gcaggggcgg ccgcgtgcac cgggcagcag accccttggc ggggctaaag 
960 

gacctcaagg aggtccgggg cctcctcgcc aaggacctcg ccgtcttggc ctcgagggag 
1020 

gggctagacc tcgtgcccgg ggacgacccc atgctcctcg cctacctcct gggcccctcg 
1080 

aacaccaccc ccgagggggt ggcgcggcgc tacggggggg agtggacgga ggacgccgcc 
1140 

caccgggccc tcctctcgga gaggctccat cggaacctcc ttaagcgcct cgagggggag 
1200 

gagaagctcc tttggctcta ccacgaggtg gaaaagcccc tctcccgggt cctggcccat 
1260 

atggaggcca ccggggtacg gctggacgtg gcctaccttc aggccctttc cctggagctt 
1320 

gcggaggaga tccgccgcct cgaggaggag gtcttccgct tggcgggcca ccccttcaac 
1380 

ctcaactccc gggaccagct ggaaagggtg ctctttgacg agcttaggct tcccgccttg 

1440 

aagaagacga agaagacagg caagcgctcc accagcgccg cggtgctgga ggccctacgg 
1500 

gaggcccacc ccatcgtgga gaagatcctc cagcaccggg agctcaccaa gctcaagaac 
1560 



acctacgtgg accccctccc aagcctcgtc cacccgagga cgggccgcct ccacacccgc 
1620 

ttcaaccaga cggccacggc cacggggagg cttagtagct ccgaccccaa cctgcagaac 
1680 

atccccgtcc gcaccccctt gggccagagg atccgccggg ccttcgtggc cgaggcgggt 
1740 

tgggcgttgg tggccctgga ctatagccag atagagctcc gcgtcctcgc ccacctctcc 
1800 

ggggacgaaa acctgatcag ggtcttccag gaggggaagg acatccacac ccagaccgca 
1860 

agctggatgt tcggcgtccc cccggaggcc gtggaccccc tgatgcgccg ggcggccaag 
1920 

acggtgaact tcggcgtcct ctacggcatg tccgcccata ggctctccca ggagcttgcc 
1980 

atcccctacg aggaggcggt ggcctttata gagcgctact tccaaagctt ccccaaggtg 
204 0 

cgggcctgga tagaaaagac cctggaggag gggaggaagc ggggctacgt ggaaaccctc 
2100 

ttcggaagaa ggcgctacgt gcccgacctc aacgcccggg tgaagagcgt cagggaggcc 
2160 

gcggagcgca tggccttcaa catgcccgtc cagggcaccg ccgccgacct catgaagctc 
2220 

gccatggtga agctcttccc ccgcctccgg gagatggggg cccgcatgct cctccaggtc 
22 80 

gccaacgagc tcctcctgga ggccccccaa gcgcgggccg aggaggtggc ggctttggcc 
2340 

aaggaggcca tggagaaggc ctatcccctc gccgtgcccc tggaggtgga ggtggggatg 
2400 

ggggaggact ggctttccgc caagggtcac caccaccacc accac 
2445 

<212> Type : DNA 
<211> Length : 2445 

SequenceName : 2828 

SequenceDescription : 

Custom Codon 



Sequence Name : 282 8 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAEAP SFRHQTYEAY KAGRAPTPED FPRQL ALIKE MVDLLGFTRL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DKDLYQLLSD RIHVLHPEGY LITPAWLWEK YGLRPDQWAD 
180 

YRALTGDESD NLPGVKGIGE KTARKLLEEW GSLEALLKNL DRLKPAIREK ILAHMDDLKL 
240 

SWDLAKVRTD LPLEVDFAKR REPDREGEKP REEAPWPPPE GAFVGFLLSR PEPMWAELKA 
300 

LAACRGGRVH RAADPLAGLK DLKEVRGLLA KDLAVLASRE GLDLVPGDDP MLLAYLLGPS 
360 

NTTPEGVARR YGGEWTEDAA HRALLSERLH RNLLKRLEGE EKLLWLYHEV EKPLSRVLAH 
420 

MEATGVRLDV AYLQALSLEL AEEIRRLEEE VFRLAGHP FN LNSRDQLERV LFDELRLPAL 
480 

KKTKKTGKRS TSAAVLEALR EAHPIVEKIL QHRELTKLKN TYVDPLPSLV HPRTGRLHTR 
540 



FNQTATATGR LSSSDPNLQN IPVRTPLGQR IRRAFVAEAG WALVALDYSQ IELRVLAHLS 
600 

GDENLIRVFQ EGKDIHTQTA SWMFGVPPEA VDPLMRRAAK TVNFGVLYGM SAHRLSQELA 
660 

IPYEEAVAFI ERYFQSFPKV RAWIEKTLEE GRKRGYVETL FGRRRYVPDL NARVKSVREA 
720 

AERMAFNMPV QGTAADLMKL AMVKLFPRLR EMGARMLLQV ANELLLEAPQ ARAEEVAALA 
780 

KEAMEKAYPL AVPLEVEVGM GEDWLSAKGH HHHHH 
815 

<212> Type : PRT 
<211> Length : 815 

SequenceName : 2 82 9 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg tacctttttt gccctgaagg gcctcaccac cagccggggg 
120 

gagccggtcc aggcggtgta cgggtttgcc aagagccttt tgaaggcgct aagagaagac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 
240 

ggggggtaca aggcggggcg ggctcccacc cccgaggact ttccccggca gcttgccctt 
300 

atcaaggagc tggtggacct cctggggttt acccgcctcg aggtccccgg ctacgaggcg 
360 

gacgacgttc tcgccaccct ggccaagaag gcggaaaagg aggggtacga ggtgcgcatc 
420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 
540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 
600 

atcggggaga agaccgccct caagctcctc aaggagtggg ggagcctgga agccctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagggg cttaaggcct ttttggagag gctggagttc 
840 

ggcagcctcc tccacgagtt cggcctcctg ggaggggaga agccccggga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc tttgtgcttt cccgcaagga gcccatgtgg 
960 

gccgatcttc tggccctggc cgcctgcagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 
1140 

ctcctgggcc cctcgaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 

1200 

acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 



cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
1320 

cgggtcctgg cccatatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 

1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
144 0 

ggccacccct tcaacctcaa ctcccgggac cagctggaaa gggtgctctt tgacgagctt 
1500 

aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 
1560 

ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 
162 0 

accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 
1680 

cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 
1740 

cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 
1800 

gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 
1860 

ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 
1920 

cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 
1980 

cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 
2040 

tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 
2100 

agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 
2220 

agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 
2280 

gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 283 0 

SequenceDescription : 

Custom Codon 



Sequence Name : 283 0 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALRED 
60 

GDAVIWFDA EAPSFRHEAY GGYKAGRAPT PEDFPRQLAL IKELVDLLGF TRLEVPGYEA 
120 

DDVLATLAKK AEKEGYEVRI LTADKDLYQL LSDRIHVLHP EGYLITPAWL WEKYGLRPDQ 



180 

WADYRALTGD ESDNLPGVKG IGEKTALKLL KEWGSLEALL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDREG LKAFLERLEF GSLLHEFGLL GGEKPREEAP 
300 

WPPPEGAFVG FVLSRKEPMW ADLLALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 
660 

RRAAKTWFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 84 0 

SequenceName : 2 831 

S e quenc eDe s c r ip t i on : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtgcttct ggtggacggc 
60 

caccacctgg cctaccgcac cttcttcgcc ctgaagggcc tcaccaccag ccgcggggag 
120 

ccggtgcaga tggtctacgg cttcgcccgg agcctcctca aggccttgaa ggaggacgga 
180 

caggcggtgg tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 
240 

gcctacaagg cgggccgggc ccccaccccg gaggacttcc cccggcagct cgcccttatc 
300 

aaggagatgg tggacctttt gggcctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgttctcg ccaccctggc caagaaggcg gaaaaggagg ggtacgaggt gcgcatcctc 
420 

accgccgacc gcgacctcta ccaactcgtc tccgaccgcg tcgccgtcct ccaccccgag 
480 

ggccacctca tcaccccgga gtggctttgg gagaagtacg gcctcaggcc ggagcagtgg 
540 

gtggacttcc gcgccctcgt gggggacccc tccgacaacc tccccggggt caagggcatc 
600 

ggggagaaga cggcggccaa gctgatccgg gagtggggaa gcctggaaaa ccttcttaag 
660 

cacctggaac aggtgaaacc tgcctccgtg cgggagaaga tccttagcca catggaggac 
720 

ctcaagctat ccctggagct atcccgggtg cacacggact tgctccttca ggtggacttt 
780 

aaggccctgc gccgcaggac ccccgacctg gagggcctga gggccttttt ggaggagctg 
840 



gagttcggca 


gcctcctcca 


900 




gctccctggc 


cgccccccga 


960 




a tgtgggcgg 


agcttaacgc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




qtqaaqaqcq 


tcacrqcraqcrc 


2280 




gccgccgacc 


tcatgaagct 


2340 




gcccgcatgc 


tcctccaggt 


2400 




gaggaggtgg 


cggctttggc 


2460 




ctggaggtgg 


aggtggggat 


2520 




caccac 




2526 




<212> Type 


: DNA 


<211> Length : 2526 



SequenceName : 



cgagc ucggc 


cfccctggagg 


s^t s~r ^ m-* f* 4~ fi 

gggagcct tc 


gtggggtacg 


c t tggccgcc 


gcctggggcg 


ggacctcaag 


gaggtccggg 


ggggctagac 


ctcgtgcccg 


caacaccacc 


cccgaggggg 


ccaccgggcc 


ctcctctcgg 


<t/~t ;a /t a :a ts r~> 4- r* 

yydgadgctc 


4~ 4~ 4— /-i 4- /~i 4- 

CCtUyyCLCu 


cauggaggcc 


accggggtac 


tgcggaggag 


atccgccgcc 


cctcaactcc 


cgggaccagc 


gaagaagacg 


aagaagacag 


ggaggcccac 


cccatcgtgg 


cacctacgtg 


gaccccctcc 


cttcaaccag 


acggccacgg 


catccccgtc 


cgcaccccct 


ttgggcgttg 


gtggccctgg 


cggggacgaa 


aacctgatca 


aagctggatg 


ttcggcgtcc 


gacggtgaac 


ttcggcgtcc 


catcccctac 


gaggaggcgg 


gcgggcctgg 


atagaaaaga 


cttcggaaga 


aggcgctacg 


cgcggagcgc 


atggccttca 


cgccatggtg 


aagctcttcc 


cgccaacgag 


ctcctcctgg 


caaggaggcc 


atggagaagg 


gggggaggac 


tggctttccg 



2832 



cccccgccgc ggcggaggaa 
ttctttcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 
aggcccccca agcgcgggcc 
cctatcccct cgccgtgccc 
ccaagggtca ccaccaccac 



SequenceDescription 



Custom Codon 



Sequence Name : 283 2 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFFA LKGLTTSRGE PVQMVYGFAR SLLKALKEDG 
60 

QAWWFDAK APSFRHEAYE AYKAGRAPTP EDFPRQLALI KEMVDLLGLA RLEVPGYEAD 
120 

DVLATLAKKA EKEGYEVRIL TADRDLYQLV SDRVAVLHPE GHLITPEWLW EKYGLRPEQW 
180 

VDFRALVGDP SDNLPGVKGI GEKTAAKLIR EWGSLENLLK HLEQVKPASV REKILSHMED 
240 

LKLSLELSRV HTDLLLQVDF KALRRRTPDL EGLRAFLEEL EFGSLLHEFG LLEAPAAAEE 
300 

APWPPPEGAF VGYVLSRPEP MWAELNALAA AWGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP L SRVLAHME A TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2833 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atggaattcc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gcaccttcca cgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagagaaga cggggatgtg 
180 

gtgatcgtgg tctttgacgc caaggccccc tccttccgcc acgaggccta cggggggtac 
240 

aaggcgggcc gggccccgac ccccgaggac ttcccccggc agctcgccct catcaaggag 
300 

ctggtggacc tcctggggct ggcgcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 



ctggctaccc tggccaagaa ggcggaaaag gagggctacg aggtgcgcat tctcaccggc 
420 

gaccgcgacc tttaccaact cgtctccgac cgcgtcgccg tcctccaccc cgagggccac 
480 

ctcatcaccc cggagtggct ttgggagaag tacggcctca ggccggagca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcga ggaagcttct ggaggagtgg gggagcgtgg aagccctcct caagaacctg 
660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggagga cctcaagcta 
720 

tccctggagc tatcccgggt gcgcaccgac ctccccctgg aggtggacct cgcccagggg 
780 

cgggagcccg accgggaggg gcttaaggcc tttttggaga ggctggagtt cggaagcctc 
840 

ctccacgagt tcggcctgtt ggaaagcccg gtggcggcgg aggaagctcc ctggccgccc 
900 

cccgagggag ccttcgtggg gtacgttctt tcccgccccg agcccatgtg ggcggagctt 
960 

aacgccttgg ccgccgcctg gggcggccgc gtgcaccggg cagcagaccc cttggcgggg 
1020 

ctaaaggacc tcaaggaggt ccggggcctc ctcgccaagg acctcgccgt cttggcctcg 
1080 

agggaggggc tagacctcgt gcccggggac gaccccatgc tcctcgccta cctcctgggc 
1140 

ccctccaaca ccacccccga gggggtggcg cggcgctacg ggggggagtg gacggaggac 
1200 

gccgcccacc gggccctcct ctcggagagg ctccatcgga acctccttaa gcgcctcgag 
1260 

ggggaggaga agctcctttg gctctaccac gaggtggaaa agcccctctc ccgggtcctg 
1320 

gcccacatgg aggccaccgg ggtacggctg gacgtggcct accttcaggc cctttccctg 
1380 

gagcttgcgg aggagatccg ccgcctcgag gaggaggtct tccgcttggc gggccacccc 
1440 

ttcaacctca actcccggga ccagctggaa agggtgctct ttgacgagct taggcttccc 
1500 

gccttgaaga agacgaagaa gacaggcaag cgctccacca gcgccgcggt gctggaggcc 

1560 

ctacgggagg cccaccccat cgtggagaag atcctccagc accgggagct caccaagctc 
1620 

aagaacacct acgtggaccc cctcccaagc ctcgtccacc cgaggacggg ccgcctccac 
1680 

acccgcttca accagacggc cacggccacg gggaggctta gtagctccga ccccaacctg 
1740 

cagaacatcc ccgtccgcac ccccttgggc cagaggatcc gccgggcctt cgtggccgag 
1800 

gcgggttggg cgttggtggc cctggactat agccagatag agctccgcgt cctcgcccac 
1860 

ctctccgggg acgaaaacct gatcagggtc ttccaggagg ggaaggacat ccacacccag 
1920 

accgcaagct ggatgttcgg cgtccccccg gaggccgtgg accccctgat gcgccgggcg 
1980 

gccaagacgg tgaacttcgg cgtcctctac ggcatgtccg cccataggct ctcccaggag 
2040 

cttgccatcc cctacgagga ggcggtggcc tttatagagc gctacttcca aagcttcccc 
2100 

aaggtgcggg cctggataga aaagaccctg gaggagggga ggaagcgggg ctacgtggaa 
2160 

accctcttcg gaagaaggcg ctacgtgccc gacctcaacg cccgggtgaa gagcgtcagg 



2220 

gaggccgcgg agcgcatggc cttcaacatg cccgtccagg gcaccgccgc cgacctcatg 
2280 

aagctcgcca tggtgaagct cttcccccgc ctccgggaga tgggggcccg catgctcctc 
2340 

caggtcgcca acgagctcct cctggaggcc ccccaagcgc gggccgagga ggtggcggct 
2400 

ttggccaagg aggccatgga gaaggcctat cccctcgccg tgcccctgga ggtggaggtg 
2460 

gggatggggg aggactggct ttccgccaag ggtcaccacc accaccacca c 
2511 

<212> Type : DNA 
<211> Length : 2511 

SequenceName : 2834 

SequenceDescription : 

Custom Codon 



Sequence Name : 2834 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MEFLPLFEPK GRVLLVDGHH LAYRTFHALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHEAYGGY KAGRAPTPED FPRQL ALIKE LVDLLGLARL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTG DRDLYQLVSD RVAVLHPEGH LITPEWLWEK YGLRPEQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTARKLLEEW GSVEALLKNL DRLKPAIREK ILAHMEDLKL 
240 

SLELSRVRTD LPLEVDLAQG REPDREGLKA FLERLEFGSL LHEFGLLESP VAAEEAPWPP 
300 

PEGAFVGYVL SRPEPMWAEL NALAAAWGGR VHRAADPLAG LKDLKEVRGL LAKDLAVLAS 
360 

REGLDLVPGD DPMLLAYLLG PSNTTPEGVA RRYGGEWTED AAHRALLSER LHRNLLKRLE 
420 

GEEKLLWLYH EVEKPLSRVL AHMEATGVRL DVAYLQALSL ELAEEIRRLE EEVFRLAGHP 
480 

FNLNSRDQLE RVLFDELRLP ALKKTKKTGK RSTSAAVLEA LREAHPIVEK ILQHRELTKL 
540 

KNTYVDPLPS LVHPRTGRLH TRFNQTATAT GRLSSSDPNL QNIPVRTPLG QRIRRAFVAE 
600 

AGWALVALDY SQ I ELRVLAH LSGDENLIRV FQEGKDIHTQ TASWMFGVPP EAVDPLMRRA 
660 

AKTVNFGVLY GMSAHRLSQE LAIPYEEAVA FIERYFQSFP KVRAWIEKTL EEGRKRGYVE 
720 

TLFGRRRYVP DLNARVKSVR EAAERMAFNM PVQGTAADLM KLAMVKLFPR LREMGARMLL 
780 

QVANELLLEA PQARAEEVAA LAKE AME KAY PLAVPLEVEV GMGEDWLSAK GHHHHHH 
837 

<212> Type : PRT 
<211> Length : 837 

SequenceName : 2835 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtcc tcctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca cctcccgggg ggagccggtg 
120 

cagatggtct acggcttcgc ccggagcctc ctcaaggccc tcaaggagga cggggacgcg 
180 

gtgatcgtgg tctttgacgc cgaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcgggga gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
3 00 

ctggtggacc tcctggggtt tacccgcctc gaggtccccg gctacgaggc ggacgacgtt 
360 

ctcgccaccc tggccaagaa ggcggaaaag gagggctacg aggtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttccgac cgcattcacg tccttcaccc cgaggggtac 
480 

ctcatcaccc cggcctggct ttgggaaaag tacggcttga ggcccgacca gtgggccgac 
540 

taccgggccc tgaccgggga cgaatccgac aacctttccg gggtcaaggg catcggggag 
600 

aagacggcga ggaagcttct ggaggagtgg gggagcctgg aagccctcct caagaacctg 
660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggacga tctgaagctc 
720 

tccttggagc tctcccgggt gcgcaccgac ctccccctgg aggtggactt cgccaaaagg 
780 

cgggagcccg accgggagag gcttagggcc tttctggaga ggcttgagtt tggcagcctc 
840 

ctccacgagt tcggcccttt ggaaagcccc agggccgcgg aggaagctcc ctggccgccc 
900 

cccgagggag ccttcgtggg gtacgttctt tcccgccccg agcccatgtg ggcggagctt 

aacgccttgg ccgccgccag gggcggccgc gtgcaccggg cagcagaccc cttggcgggg 
1020 

ctaaaggacc tcaaggaggt ccggggcctc ctcgccaagg acctcgccgt cttggcctcg 
1080 

agggaggggc tagacctcgt gcccggggac gaccccatgc tcctcgccta cctcctgggc 
1140 

ccctcgaaca ccacccccga gggggtggcg cggcgctacg ggggggagtg gacggaggac 
1200 

gccgcccacc gggccctcct ctcggagagg ctccatcgga acctccttaa gcgcctcgag 
1260 

9999^ggaga agctcctttg gctctaccac gaggtggaaa agcccctctc ccgggtcctg 
1320 

gcccatatgg aggccaccgg ggtacggctg gacgtggcct accttcaggc cctttccctg 
1380 

gagcttgcgg aggagatccg ccgcctcgag gaggaggtct tccgcttggc gggccacccc 
1440 

ttcaacctca actcccggga ccagctggaa agggtgctct ttgacgagct taggcttccc 
1500 

gccttgaaga agacgaagaa gacaggcaag cgctccacca gcgccgcggt gctggaggcc 
1560 

ctacgggagg cccaccccat cgtggagaag atcctccagc accgggagct caccaagctc 
162 0 

aagaacacct acgtggaccc cctcccaagc ctcgtccacc cgaggacggg ccgcctccac 
1680 

acccgcttca accagacggc cacggccacg gggaggctta gtagctccga ccccaacctg 
1740 

cagaacatcc ccgtccgcac ccccttgggc cagaggatcc gccgggcctt cgtggccgag 



1800 

gcgggttggg cgttggtggc cctggactat agccagatag agctccgcgt cctcgcccac 
1860 

ctctccgggg acgaaaacct gatcagggtc ttccaggagg ggaaggacat ccacacccag 
1920 

accgcaagct ggatgttcgg cgtccccccg gaggccgtgg accccctgat gcgccgggcg 
1980 

gccaagacgg tgaacttcgg cgtcctctac ggcatgtccg cccataggct ctcccaggag 
2040 

cttgccatcc cctacgagga ggcggtggcc tttatagagc gctacttcca aagcttcccc 
2100 

aaggtgcggg cctggataga aaagaccctg gaggagggga ggaagcgggg ctacgtggaa 
2160 

accctcttcg gaagaaggcg ctacgtgccc gacctcaacg cccgggtgaa gagcgtcagg 
2220 

gaggccgcgg agcgcatggc cttcaacatg cccgtccagg gcaccgccgc cgacctcatg 
2280 

aagctcgcca tggtgaagct cttcccccgc ctccgggaga tgggggcccg catgctcctc 
2340 

caggtcgcca acgagctcct cctggaggcc ccccaagcgc gggccgagga ggtggcggct 
2400 " " ~~ - - 

ttggccaagg aggccatgga gaaggcctat cccctcgccg tgcccctgga ggtggaggtg 
2460 

gggatggggg aggactggct ttccgccaag ggt 
2493 

<212> Type : DNA 
<211> Length : 2493 

SequenceName : 2 83 6 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 836 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QMVYGFARSL LKALKEDGDA 
60 

VIWFDAEAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE LVDLLGFTRL EVPGYEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSD RIHVLHPEGY LITPAWLWEK YGLRPDQWAD 
180 

YRALTGDESD NLSGVKGIGE KTARKLLEEW GSLEALLKNL DRLKPAIREK ILAHMDDLKL 
240 

SLELSRVRTD LPLEVDFAKR REPDRERLRA FLERLEFGSL LHEFGPLESP RAAEEAPWPP 
300 

PEGAFVGYVL SRPEPMWAEL NALAAARGGR VHRAADPLAG LKDLKEVRGL LAKDLAVLAS 
360 

REGLDLVPGD DPMLLAYLLG PSNTTPEGVA RRYGGEWTED AAHRALLSER LHRNLLKRLE 
420 

GEEKLLWLYH EVEKPLSRVL AHMEATGVRL DVAYLQALSL ELAEEIRRLE EEVFRLAGHP 
480 

FNLNSRDQLE RVLFDELRLP ALKKTKKTGK RSTSAAVLEA LREAHPIVEK ILQHRELTKL 
540 

KNTYVDPLPS LVHPRTGRLH TRFNQTATAT GRLSSSDPNL QNIPVRTPLG QRIRRAFVAE 
600 

AGWALVALDY SQIELRVLAH LSGDENLIRV FQEGKDIHTQ TASWMFGVPP EAVDPLMRRA 
660 

AKTVNFGVLY GMSAHRLSQE LAI PYEEAVA FIERYFQSFP KVRAWIEKTL EEGRKRGYVE 



720 

TLFGRRRYVP DLNARVKSVR EAAERMAFNM PVQGTAADLM KLAMVKLFPR LREMGARMLL 
780 

QVANELLLEA PQARAEEVAA LAKEAMEKAY PLAVPLEVEV GMGEDWLSAK G 
831 

<212> Type : PRT 
<211> Length : 831 

SequenceName : 2837 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tggacccttc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca catggaggcc accggggtac ggctggacgt ggcctacctt 
1380 



caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2838 

SequenceDescription ; 

Custom Codon 



Sequence Name : 2 83 8 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 



EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLDPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2 83 9 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

ca 9tgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 



gccccctggc ccccgccgga aggggccttc 
960 

atgtgggcgg agcttaaagc cctggccgcc 
1020 

gaccccttgg cggggctaaa ggacctcaag 

1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc caacaccacc 
1200 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca catggaggcc 
13 80 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt gaagaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
198 0 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg 
2160 

cggggctacg tggaaaccct cttcggaaga 
2220 

gtgaagagcg tcagggaggc cgcggagcgc 
2280 

gccgccgacc tcatgaagct cgccatggtg 
2340 

gcccgcatgc tcctccaggt cgccaacgag 
2400 

gaggaggtgg cggctttggc caaggaggcc 
2460 

ctggaggtgg aggtggggat gggggaggac 

2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2 840 
SequenceDescription : 



gtgggcttcg tcctctcccg ccccgagccc 
tgcaggggcg gccgcgtgca ccgggcagca 
gaggtccggg gcctcctcgc caaggacctc 
ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggcgggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
aagaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 
gtggccctgg actatagcca gatagagctc 
aacctgatca gggtcttcca ggaggggaag 
ttcggcgtcc ccccggaggc cgtggacccc 
ttcggcgtcc tctacggcat gtccgcccat 
gaggaggcgg tggcctttat agagcgctac 
atagaaaaga ccctggagga ggggaggaag 
aggcgctacg tgcccgacct caacgcccgg 
atggccttca acatgcccgt ccagggcacc 
aagctcttcc cccgcctccg ggagatgggg 
ctcctcctgg aggcccccca agcgcgggcc 
atggagaagg cctatcccct cgccgtgccc 
tggctttccg ccaagggtca ccaccaccac 



Custom Codon 



Sequence Name : 2840 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRRDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2841 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 



atcctcaccg 


ccgaccgcga 


480 




cccgagggcc 


acctcatcac 


540 




cagtgggtgg 


acttccgcgc 


600 




ggcatcgggg 


agaagaccgc 


660 




ctcaagaacc 


tggaccgggt 


720 




gaagacctca 


ggctctcctt 


780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tggacccttc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


132 0 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgagqcqqq 

ZJ ZJ w _J ZJ ZJ 


1860 




cgcgtcctcg 


cccacctctc 


192 0 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcagggaggc 



cctctaccaa ctcgtctccg 
cccggagtgg ctttgggaga 
cctcgtgggg gacccctccg 
cctcaagctc ctcaaggagt 
aaagccagaa aacgtccggg 
ggagctctcc cgggtgcgca 
gcccgaccgg gaggggctta 
cgagttcggc ctcctggagg 
aggggccttc gtgggcttcg 
cctggccgcc tgcaggggcg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
gaacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc ctttggctct 
catggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
gaagaagacg aagaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 



accgcgtcgc cgtcctccac 
agtacggcct caggccggag 
acaacctccc cggggtcaag 
ggggaagcct ggaaaacctc 
agaagatcaa ggcccacctg 
ccgacctccc cctggaggtg 
gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggcgggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 



2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 ~ - ~ ~- 

9 a 99aggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2842 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 842 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLDPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRRDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2 843 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg cacccgcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 

1140 

gcctacctcc tgggcccctc caacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca catggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 



1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2 844 

SequenceDescription : 

Custom Codon 



Sequence Name : 2844 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTRF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 



660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2845 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg cacccgccac gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 

600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc caacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 



1320 

ctctcccggg tcctggccca catggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
234Q 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2846 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 846 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTRH ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 



180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2847 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg cacccgccgc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 



840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


108 0 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcagggaggc 


2280 




gccgccgacc 


tcatgaagct 


2340 




gcccgcatgc 


tcctccaggt 


2400 




gaggaggtgg 


cggctttggc 


2460 




ctggaggtgg 


aggtggggat 


2520 




caccac 




2526 




<212> Type 


: DNA 


<211> Length : 2526 



cgagttcggc 


ctcctggagg 


aggggccttc 


gtgggcttcg 


cctggccgcc 


tgcaggggcg 


ggacctcaag 


gaggtccggg 


ggggctagac 


ctcgtgcccg 


caacaccacc 


cccgaggggg 


ccaccgggcc 


ctcctctcgg 


ggagaagctc 


ctttggctct 


catggaggcc 


accggggtac 


tgcggaggag 


atccgccgcc 


cctcaactcc 


cgggaccagc 


gaagaagacg 


aagaagacag 


ggaggcccac 


cccatcgtgg 


cacctacgtg 


gaccccctcc 


cttcaaccag 


acggccacgg 


catccccgtc 


cgcaccccct 


ttgggcgttg 


gtggccctgg 


cggggacgaa 


aacctgatca 


aagctggatg 


ttcggcgtcc 


gacggtgaac 


ttcggcgtcc 


catcccctac 


gaggaggcgg 


gcgggcctgg 


atagaaaaga 


cttcggaaga 


aggcgctacg 


cgcggagcgc 


atggccttca 


cgccatggtg 


aagctcttcc 


cgccaacgag 


ctcctcctgg 


caaggaggcc 


atggagaagg 


gggggaggac 


tggctttccg 



cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 
aggcccccca agcgcgggcc 
cctatcccct cgccgtgccc 
ccaagggtca ccaccaccac 



SequenceName : 2848 
SequenceDescription : 

Custom Codon 



Sequence Name : 284 8 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTRR ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELYDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHP FNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2849 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gcacccgctt cgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 



360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
42 0 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 
480 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 
660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 

ctatccctgg agctatcccg ggtgcacacg gacttgctcc ttcaggtgga cttcgcccgg 
780 

cgccgggagc cggaccggga ggggcttaag gcctttttgg agaggctgga gttcggaagc 
840 

ctcctccacg agttcggcct gttggaaagc ccggtggcgg cggaggaagc tccctggccg 
900 

ccccccgagg gagccttcgt ggggtacgtt ctttcccgcc ccgagcccat gtgggcggag 
960 

cttaacgcct tggccgccgc ctggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
1020 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
1080 

tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1140 

ggcccctcca acaccacccc cgagggggtg gcgcggcgct acggggggga gtggacggag 
1200 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
1320 

ctggcccaca tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtgc tctttgacga gcttaggctt 
1500 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

gccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 
1620 

ctcaagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 
1680 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 
1740 

ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
1800 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
1860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccag 
2040 

gagcttgcca tcccctacga ggaggcggtg gcctttatag agcgctactt ccaaagcttc 
2100 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 



gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
2220 

agggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 

2280 

atgaagctcg ccatggtgaa gctcttcccc cgcctccggg agatgggggc ccgcatgctc 
2340 

ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 
2460 

gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 
<211> Length : 2514 

SequenceName : 2 850 

SequenceDescription : 

Custom Codon 



Sequence Name : 2850 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH IjAYRTRFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTAAKLIREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 
240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 
300 

PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAADPLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 
660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 

<212> Type : PRT 
<211> Length : 838 

SequenceName : 2851 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gcacccgcca cgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 
480 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 
660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 

ctatccctgg agctatcccg ggtgcacacg gacttgctcc ttcaggtgga cttcgcccgg 
780 

cgccgggagc cggaccggga ggggcttaag gcctttttgg agaggctgga gttcggaagc 
840 

ctcctccacg agttcggcct gttggaaagc ccggtggcgg cggaggaagc tccctggccg 
900 

ccccccgagg gagccttcgt ggggtacgtt ctttcccgcc ccgagcccat gtgggcggag 
960 

cttaacgcct tggccgccgc ctggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
1020 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
1080 

tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1140 

ggcccctcca acaccacccc cgagggggtg gcgcggcgct acggggggga gtggacggag 
1200 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
1320 

ctggcccaca tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtgc tctttgacga gcttaggctt 
1500 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

gccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 
1620 

ctcaagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 
1680 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 
1740 



ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
1800 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
I860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccag 
2040 

gagcttgcca tcccctacga ggaggcggtg gcctttatag agcgctactt ccaaagcttc 
2100 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 

gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
222 0 

agggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 
2280 

atgaagctcg ccatggtgaa gctcttcccc cgcctccggg agatgggggc ccgcatgctc 
2340 

ctccaggtcg cca£cgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 
2460 

gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 
<211> Length : 2514 

SequenceName : 2852 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 852 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTRHALK GLTTSRGEPV QAVYGFAKS L LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERIi EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTAAKLIREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 
240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 
300 

PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAAD PLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 



660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 

<212> Type : PRT 
<211> Length : 838 

SequenceName : 2853 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gcacccgccg cgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 
480 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 

660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 

ctatccctgg agctatcccg ggtgcacacg gacttgctcc ttcaggtgga cttcgcccgg 

cgccgggagc cggaccggga ggggcttaag gcctttttgg agaggctgga gttcggaagc 

ctcctccacg agttcggcct gttggaaagc ccggtggcgg cggaggaagc tccctggccg 
900 

ccccccgagg gagccttcgt ggggtacgtt ctttcccgcc ccgagcccat gtgggcggag 
960 

cttaacgcct tggccgccgc ctggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
1020 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
1080 

tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1140 

ggcccctcca acaccacccc cgagggggtg gcgcggcgct acggggggga gtggacggag 
12 00 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
1320 



ctggcccaca tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtgc tctttgacga gcttaggctt 
1500 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

gccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 
1620 

ctcaagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 
1680 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 

1740 

ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
1800 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
I860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccag 
2040 

gagcttgcca tcccctacga ggaggcggtg gcctttatag agcgctactt ccaaagcttc 
2100 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 

gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
2220 

agggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 
2280 

atgaagctcg ccatggtgaa gctcttcccc cgcctccggg agatgggggc ccgcatgctc 
2340 

ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 
2460 

gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 
<211> Length : 2514 

SequenceNarae : 2 854 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 854 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTRRALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGD PSD NIPGVKGIGE KTAAKL IREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 



240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 
300 

PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAADPLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 
660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 

<212> Type : PRT 
<211> Length : 83 8 

SequenceName : 2 855 

S equenc eDe s cr ip t ion : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac ccgccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
4 80 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 



cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
108 0 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
114 0 

ctgggcccct ccaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc acatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2856 

S equenceDe s c r ip t ion : 

Custom Codon 



Sequence Name : 2 856 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTRHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTWFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2857 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 
cgcctacctc ctggaccctt cgaacaccac c 
31 

<212> Type : DNA 
<211> Length : 31 

SequenceName : 2 858 

SequenceDescription : 

Custom Codon 



Sequence Name : 2858 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 
ggtggtgttc gaagggtcca ggaggtaggc g 



31 

<212> Type : DNA 

<211> Length : 31 

SequenceName : 2859 
SequenceDescription : 

Custom Codon 



Sequence Name : 2 859 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 
ggtacggcgg gacgtggcct accttcag 
28 

<212> Type : DNA 
<211> Length : 28 

SequenceName : 2860 

SequenceDescription : 

Custom Codon 



Sequence Name : 2860 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 
ctgaaggtag gccacgtccc gccgtacc 
28 

<212> Type : DNA 
<211> Length : 2 8 

SequenceName : 2861 

SequenceDescription : 

Custom Codon 



Sequence Name : 2861 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

cacctggcct accgcacccg cttcgccctg aagggcctc 
39 

<212> Type : DNA 
<211> Length : 39 

SequenceName : 2 862 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 862 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

gaggcccttc agggcgaagc gggtgcggta ggccaggtg 
39 



<212> Type : DNA 

<211> Length : 3 9 

SequenceName : 2863 
SequenceDescription : 

Custom Codon 



Sequence Name : 2863 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

cacctggcct accgcacccg ccacgccctg aagggcctca cc 
42 

<212> Type : DNA 
<211> Length : 42 

SequenceName : 2864 

SequenceDescription : 

Custom Codon 



Sequence Name : 2864 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

ggtgaggccc ttcagggcgt ggcgggtgcg gtaggccagg tg 
42 

<212> Type : DNA 
<211> Length : 42 

SequenceName : 2 865 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 865 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

cacctggcct accgcacccg ccgcgccctg aagggcctca cc 
42 

<212> Type : DNA 
<211> Length : 42 

SequenceName : 2866 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 866 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

ggtgaggccc ttcagggcgc ggcgggtgcg gtaggccagg tg 
42 

<212> Type : DNA 



<211> Length : 42 

SequenceName : 2867 
SequenceDescription 

Custom Codon 



Sequence Name : 2867 



<110> OrganizationName : Third Wave Technologies, Inc. 



<120> Title : RNA Detection Assays 
<130> AppFileReference : FORS-06666 



Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

D VLAS IiAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVHNELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 



<212> Type : PRT 
<211> Length : 839 

SequenceName : 2641 

SequenceDescription : 

Sequence 

<213> OrganismNatne : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 



LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 83 9 

SequenceName : 2642 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2643 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 



<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EEAGERAALS ERLFANLWGR 
420 

LEGEERLLWL YREVERPLSA VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKT INFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceNatne : 2644 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 



RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2 645 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
12 0 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDR1HVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EEAGERAALS ERLFANLWGR 
420 

LEGEERLLWL YREVERPLSA VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2646 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 



240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFIAEEGWLL VALDYSQIEL RVLAHLSGDE NLIRVFQEGR DIHTETASWM FGVPREAVDP 
660 

LMRRAAKTIN FGVLYGMSAH RLSQELAIPY EEAQAFIERY FQSFPKVRAW IEKTLEEGRR 
720 

RGYVETLFGR RRYVPDLEAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLEEMG 
780 

ARMLLQVHNE LVLEAPKERA EAVARLAKEV MEGVYPLAVP LEVEVGIGED WLSAKEHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2647 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAAD PL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVHDELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKG 
833 



<212> Type : PRT 

<211> Length : 833 

SequenceName : 2 648 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE sdnlpgvkgi GEKTARKLLE EWGSLEALLK nldrlkpair EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKT INFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHDELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKE 
833 



<212> Type : PRT 

<211> Length : 833 

SequenceName : 2 64 9 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EEAGHRAALS ERLFANLWGR 
420 



LEGEERLLWL YREVERPLSA VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 265 0 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EEAGERAALS ERLHRNLWGR 
420 

LEGEERLLWL YREVERPLSA VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 83 9 

SequenceName : 2651 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 



<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EEAGERAALS ERLFANLLKR 
420 

LEGEERLLWL YREVERPLSA VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKT INFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2652 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAPEPY KALRDLKEAR GLLAKDLSVL 
360 

ALREGLGLPP GDDPMLLAYL LDPSNTTPEG VARRYGGEWT EEAGERAALS ERLFANLWGR 
420 

LEGEERLLWL YREVERPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALGKTQKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 



RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2653 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RRDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2654 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 



240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2 655 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLELAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 



<212> Type : PRT 



<211> Length : 839 

SequenceName : 2656 
SequenceDescription : 

Sequence 



<213> Organ isniName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIRR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2657 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEEEVFRLAG 



480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2658 

SequenceDescription : 

Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KL S WDL AKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 



<212> Type : PRT 

<211> Length : 839 

SequenceName : 2659 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 



MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

D VLAS LAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG sllhefglle SPKALEEAPW 
300 

PPPEGAFVGF vlsrkepmwa dllalaaarg grvhraadpl aglkdlkevr gllakdlavl 

360 

asregldlvp gddpmllayl lgpsnttpeg varryggewt edaahralls erlhrnllkr 

420 

legeekllwl yhevekplsr vlahmeatgv rldvaylral slevaeeiar leaevfrlag 

480 

HPFNLNSRDQ LERVLFDELG LPAIGKTQKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2660 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

D VLAS LAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKSTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 



720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2661 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILiAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKNTYIDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2662 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<40 0> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 



KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYVDPL PDLIHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 83 9 

SequenceName : 2663 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLRAL SLEVAEEIAR LEAEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELG LPAIGKTEKT GKRSTSAAVL EALREAHPIV EKILQYRELT 
540 

KLKSTYIDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFI 
600 

AEEGWLLVAL DYSQIELRVL AHLSGDENLI RVFQEGRDIH TETASWMFGV PREAVDPLMR 
660 

RAAKTINFGV LYGMSAHRLS QELAIPYEEA QAFIERYFQS FPKVRAWIEK TLEEGRRRGY 
720 

VETLFGRRRY VPDLEARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLEEMGARM 
780 

LLQVHNELVL EAPKERAEAV ARLAKEVMEG VYPLAVPLEV EVGIGEDWLS AKEHHHHHH 
839 

<212> Type : PRT 
<211> Length : 83 9 



SequenceName : 2664 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4Q0> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRDGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK D I ATQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVHNE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2665 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 



480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAEA MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVHNE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2666 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2667 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2668 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLRGVR GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 



AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

84 0 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

Sequenc eName : 2669 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEYTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

S equenc eName : 2 67 0 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 



120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIREKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2671 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAAD PL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 



780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2672 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSTPLFDLE EPPKRVLLVD GHHLAYRTFY ALSLTTSRGE PVQMVYGFAR SLLKALKEDG 
60 

QAWWFDAK APSFRHEAYE AYKAGRAPTP EDFPRQLALV KRLVDLLGLV RLEAPGYEAD 
120 

DVLGTLAKKA EREGMEVRIL TGDRDFFQLL SEKVSVLLPD GTLVTPKDVQ EKYGVPPERW 
180 

VDFRALTGDR SDNIPGVAGI GEKTALRLLA EWGSVENLLK NLDRVKPDSL RRKIEAHLED 
240 

LHLSLDLARI RTDLPLEVDF KALRRRTPDL EGLRAFLEEL EFGSLLHEFG LLGGEKPREE 
300 

APWPPPEGAF VGFLLSRKEP MWAELLALAA AS GGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2673 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTAAKLIREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 
240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 



300 

PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAADPLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHP I VE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 
660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 

<212> Type : PRT 
<211> Length : 838 

SeguenceName : 2674 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 

240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
3 00 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
72 0 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 



gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
144 0 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 

2340 

ctcctccagg tccacaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2675 

SequenceDescription : 

Custom Codon 



Sequence Name : 2675 



Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
24 0 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 

1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 



ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2676 

SequenceDescription : 

Custom Codon 



Sequence Name : 2676 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
24 0 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
3 60 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 



600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
162 0 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 



gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2677 

SequenceDescription : 

Custom Codon 



Sequence Name : 2677 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

.accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
102 0 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 
1140 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 

gaggaggcgg gggagcgggc cgccctttcc gagaggctct tcgccaacct gtgggggagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 



1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2678 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 67 8 
Sequence 



<213> OrganismName : Artificial Sequence 
<40 0> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 



gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 

420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 
1140 

ctggaccctt cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 



2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 

234 0 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2 679 

SequenceDescription : 

Custom Codon 



Sequence Name : 2679 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 



cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 

1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 

gaggaggcgg gggagcgggc cgccctttcc gagaggctct tcgccaacct gtgggggagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
144 0 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
162 0 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
I860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
192 0 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2680 

SequenceDe script ion : 

Custom Cocion 



Sequence Name : 2 680 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
4 80 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
132 0 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 



gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcatcg ccgaggaggg gtggctattg gtggccctgg actatagcca gatagagctc 
1860 

a 999tgctgg cccacctctc cggcgacgag aacctgatcc gggtcttcca ggaggggcgg 
1920 

gacatccaca cggagaccgc cagctggatg ttcggcgtcc cccgggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gaccatcaac ttcggggtcc tctacggcat gtcggcccac 
2040 

cgcctctccc aggagctagc catcccttac gaggaggccc aggccttcat tgagcgctac 

2100 

tttcagagct tccccaaggt gcgggcctgg attgagaaga ccctggagga gggcaggagg 
2160 

cgggggtacg tggagaccct cttcggccgc cgccgctacg tgccagacct agaggcccgg 
2220 

gtgaagagcg tgcgggaggc ggccgagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct ggctatggtg aagctcttcc ccaggctgga ggaaatgggg 
2340 

gccaggatgc tccttcaggt ccacaacgag ctggtcctcg aggccccaaa agagagggcg 
2400 

gaggccgtgg cccggctggc caaggaggtc atggaggggg tgtatcccct ggccgtgccc 
2460 

ctggaggtgg aggtggggat aggggaggac tggctctccg ccaaggagca ccaccaccac 

2520 "~ " ~*~ 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

S equenc eName : 2681 

SequenceDescription : 

Custom Codon 



Sequence Name : 2681 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 



gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
132 0 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 



ctcctccagg tccacgacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggt 
2499 

<212> Type : DNA 
<211> Length : 2499 

SequenceName : 2682 

SequenceDescription : 

Custom Codon 



Sequence Name : 2682 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 



1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
144 0 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacgacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggag 
2499 

<212> Type : DNA 
<211> Length : 2499 

SequenceName : 2683 

SequenceDescription : 

Custom Codon 



Sequence Name : 2683 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 



180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 
1140 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 

gaggaggcgg ggcaccgggc cgccctttcc gagaggctct tcgccaacct gtgggggagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 

1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 



cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
204 0 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
24 00 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2684 

SequenceDescription : 

Custom Codon 



Sequence Name : 2684 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 



900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 
1140 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 ~ 

gaggaggcgg gggagcgggc cgccctttcc gagaggctcc atcggaacct gtgggggagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2685 

SequenceDescription : 



Custom Codon 



Sequence Name : 2685 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 
1140 . 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 

gaggaggcgg gggagcgggc cgccctttcc gagaggctct tcgccaacct gcttaagagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 " " ~ ^ " " " 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 



1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2 040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2686 

SequenceDescription : 

Custom Codon 



Sequence Name : 2686 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 



gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 
1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 
1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 

1140 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 
1200 

gaggaggcgg gggagcgggc cgccctttcc gagaggctct tcgccaacct gtgggggagg 
1260 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 



2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2 687 

SequenceDescription : 

Custom Codon 



Sequence Name : 2687 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 



gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgccgggacg tggcctatct cagggccttg 
13 80 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2688 

SequenceDescription : 

Custom Codon 



Sequence Name : 2688 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 



120 

ccggtgcagg cggtctacgg 
180 

gacgcggtga tcgtggtctt 
240 

gggtacaagg cgggccgggc 
300 

aaggagctgg tggacctcct 
360 

gacgtcctgg ccagcctggc 
420 

accgccgaca aagaccttta 
480 

gggtacctca tcaccccggc 
540 

gccgactacc gggccctgac 
600 

9gggagaaga cggcgaggaa 
660 

aacctggacc ggctgaagcc 
720 

aagctctcct gggacctggc 
780 

aaaaggcggg agcccgaccg 
840 

agcctcctcc acgagttcgg 
900 

cccccgccgg aaggggcctt 
960 

gatcttctgg ccctggccgc 
1020 

gcggggctaa aggacctcaa 
1080 

gcctcgaggg aggggctaga 
1140 

ctgggcccct cgaacaccac 
1200 

gaggacgccg cccaccgggc 
1260 

ctcgaggggg aggagaagct 
1320 

gtcctggccc atatggaggc 
1380 

tccctggagg tggccgagga 
1440 

caccccttca acctcaactc 
1500 

cttcccgcca tcggcaagac 
1560 

gaggccctcc gcgaggccca 
1620 

aagctgaaga gcacctacat 
1680 

ctccacaccc gcttcaacca 
1740 

aacctccaga acatccccgt 
1800 

gccgaggagg ggtggctatt 
1860 

gcccacctct ccggcgacga 
1920 



cttcgccaag agcctcctca 
tgacgccaag gccccctcct 
ccccacgccg gaggactttc 
ggggctggcg cgcctcgagg 
caagaaggcg gaaaaggagg 
ccagctcctt tccgaccgca 
ctggctttgg gaaaagtacg 
cggggacgag tccgacaacc 
gcttctggag gagtggggga 
cgccatccgg gagaagatcc 
caaggtgcgc accgacctgc 
ggagaggctt agggcctttc 
ccttctggaa agccccaagg 
cgtgggcttt gtgctttccc 
cgccaggggc ggccgcgtgc 
ggaggtccgg ggcctcctcg 
cctcgtgccc ggggacgacc 
ccccgagggg gtggcgcggc 
cctcctctcg gagaggctcc 
cctttggctc taccacgagg 
cacgggggtg cgcctggacg 
gatcgcccgc ctcgaggccg 
ccgggaccag ctggaaaggg 
ggagaagacc ggcaagcgct 
ccccatcgtg gagaagatcc 
tgaccccttg ccggacctca 
gacggccacg gccacgggca 
ccgcaccccg cttgggcaga 
ggtggccctg gactatagcc 
gaacctgatc cgggtcttcc 



aggccctcaa ggaggacggg 
tccgccacga ggcctacggg 
cccggcaact cgccctcatc 
tcccgggcta cgaggcggac 
gctacgaggt ccgcatcctc 
tccacgtcct ccaccccgag 
gcctgaggcc cgaccagtgg 
ttcccggggt caagggcatc 
gcctggaagc cctcctcaag 
tggcccacat ggacgatctg 
ccctggaggt ggacttcgcc 
tggagaggct tgagtttggc 
ccctggagga ggccccctgg 
gcaaggagcc catgtgggcc 
accgggcagc agaccccttg 
ccaaggacct cgccgtcttg 
ccatgctcct cgcctacctc 
gctacggggg ggagtggacg 
atcggaacct ccttaagcgc 
tggaaaagcc cctctcccgg 
tggcctatct ccaggccttg 
aggtcttccg cctggccggc 
tcctctttga cgagctaggg 
ccaccagcgc cgccgtcctg 
tgcagtaccg ggagctcacc 
tccaccccag gacgggccgc 
ggctaagtag ctccgatccc 
ggatccgccg ggccttcatc 
agatagagct cagggtgctg 
aggaggggcg ggacatccac 



acggagaccg ccagctggat gttcggcgtc 
1980 

cgggcggcca agaccatcaa cttcggggtc 
2040 

caggagctag ccatccctta cgaggaggcc 
2100 

ttccccaagg tgcgggcctg gattgagaag 
2160 

gtggagaccc tcttcggccg ccgccgctac 
2220 

gtgcgggagg cggccgagcg catggccttc 
2280 

ctcatgaagc tggctatggt gaagctcttc 
2340 

ctccttcagg tccacaacga gctggtcctc 
2400 

gcccggctgg ccaaggaggt catggagggg 
2460 

gaggtgggga taggggagga ctggctctcc 
2517 

<212> Type : DNA 

<211> Length : 2517 

SequenceName : 2689 
SequenceDescription : 

Custom Codon 



Sequence Name : 2689 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
54 0 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 



ccccgggagg 
ctctacggca 
caggccttca 
accctggagg 
gtgccagacc 
aacatgcccg 
cccaggctgg 
gaggccccaa 
gtgtatcccc 
gccaaggagc 



ccgtggaccc 
tgtcggccca 
ttgagcgcta 
a 999caggag 
tagaggcccg 
tccagggcac 
aggaaatggg 
aagagagggc 
tggccgtgcc 
accaccacca 



cctgatgcgc 
ccgcctctcc 
ctttcagagc 
gcgggggtac 
ggtgaagagc 
cgccgccgac 
ggccaggatg 
ggaggccgtg 
cctggaggtg 
ccaccac 



840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagc ttgccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
234 0 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

S equenc eName : 2690 



SequenceDescription : 
Custom Codon 



Sequence Name : 2690 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatccgccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 



1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
162 0 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
204 0 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
24 00 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2 691 

SequenceDescription : 

Custom Codon 



Sequence Name : 2691 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 



accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 

540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
102 0 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggagg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 



2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2692 

SequenceDescription : 

Custom Codon 



Sequence Name : 2692 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 



ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaagg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
204 0 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2693 

SequenceDescription : 

Custom Codon 



Sequence Name : 2693 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 



60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 

780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac gcaaaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 



gcccacctct ccggcgacga gaacctgatc 
192 0 

acggagaccg ccagctggat gttcggcgtc 
1980 

cgggcggcca agaccatcaa cttcggggtc 
2040 

caggagctag ccatccctta cgaggaggcc 
2100 

ttccccaagg tgcgggcctg gattgagaag 
2160 

gtggagaccc tcttcggccg ccgccgctac 
2220 

gtgcgggagg cggccgagcg catggccttc 
2280 

ctcatgaagc tggctatggt gaagctcttc 
2340 

ctccttcagg tccacaacga gctggtcctc 
2400 

gcccggctgg ccaaggaggt catggagggg 
2460 

gaggtgggga taggggagga ctggctctcc 
2517 

<212> Type : DNA 

<211> Length : 2517 

SequenceName : 2694 
SequenceDescription : 

Custom Codon 



Sequence Name : 2694 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
42 0 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
4 80 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 



cgggtcttcc 
ccccgggagg 
ctctacggca 
caggccttca 
accctggagg 
gtgccagacc 
aacatgcccg 
cccaggctgg 
gaggccccaa 
gtgtatcccc 
gccaaggagc 



aggaggggcg 
ccgtggaccc 
tgtcggccca 
ttgagcgcta 
agggcaggag 
tagaggcccg 
tccagggcac 
aggaaatggg 
aagagagggc 
tggccgtgcc 
accaccacca 



ggacatccac 
cctgatgcgc 
ccgcctctcc 
ctttcagagc 
gcgggggtac 
ggtgaagagc 
cgccgccgac 
ggccaggatg 

gga-ggccgtg 

cctggaggtg 
ccaccac 



780 

aaaaggcggg agcccgaccg ggagaggctt 
840 

agcctcctcc acgagttcgg ccttctggaa 
900 

cccccgccgg aaggggcctt cgtgggcttt 
960 

gatcttctgg ccctggccgc cgccaggggc 
102 0 

gcggggctaa aggacctcaa ggaggtccgg 
1080 

gcctcgaggg aggggctaga cctcgtgccc 
1140 

ctgggcccct cgaacaccac ccccgagggg 
1200 

gaggacgccg cccaccgggc cctcctctcg 
1260 

ctcgaggggg aggagaagct cctttggctc 
1320 

gtcctggccc atatggaggc cacgggggtg 
1380 

tccctggagg tggccgagga gatcgcccgc 
1440 

caccccttca acctcaactc ccgggaccag 
1500 

cttcccgcca tcggcaagac ggagaagacc 
1560 

gaggccctcc gcgaggccca ccccatcgtg 
1620 

aagctgaaga gcacctacat tgaccccttg 
1680 

ctccacaccc gcttcaacca gacggccacg 
1740 

aacctccaga acatccccgt ccgcaccccg 
1800 

gccgaggagg ggtggctatt ggtggccctg 
1860 

gcccacctct ccggcgacga gaacctgatc 
1920 

acggagaccg ccagctggat gttcggcgtc 
1980 

cgggcggcca agaccatcaa cttcggggtc 
2040 

caggagctag ccatccctta cgaggaggcc 
2100 

ttccccaagg tgcgggcctg gattgagaag 
2160 

gtggagaccc tcttcggccg ccgccgctac 
2220 

gtgcgggagg cggccgagcg catggccttc 
2280 

ctcatgaagc tggctatggt gaagctcttc 
2340 

ctccttcagg tccacaacga gctggtcctc 
2400 

gcccggctgg ccaaggaggt catggagggg 
2460 

gaggtgggga taggggagga ctggctctcc 
2517 

<212> Type : DNA 



agggcctttc 


tggagaggct 


tgagtttggc 


agccccaagg 


ccctggagga 


ggccccctgg 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


ggggacgacc 


ccatgctcct 


cgcctacctc 


gtggcgcggc 


gctacggggg 


ggagtggacg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


cgcctggacg 


tggcctatct 


cagggccttg 


ctcgaggccg 


aggtcttccg 


cctggccggc 


ctggaaaggg 


tcctctttga 


cgagctaggg 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


gagaagatcc 


tgcagcaccg 


ggagctcacc 


ccggacctca 


tccaccccag 


gacgggccgc 


gccacgggca 


ggctaagtag 


ctccgatccc 


cttgggcaga 


ggatccgccg 


ggccttcatc 


gactatagcc 


agatagagct 


cagggtgctg 


cgggtcttcc 


aggaggggcg 


ggacatccac 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


accctggagg 


a 999caggag 


gcgggggtac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


aacatgcccg 


tccagggcac 


cgccgccgac 


cccaggctgg 


aggaaatggg 


ggccaggatg 


gaggccccaa 


aagagagggc 


ggaggccgtg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


gccaaggagc 


accaccacca 


ccaccac 



<211> Length : 2517 

SequenceName : 2695 
SequenceDescription : 

Custom Codon 



Sequence Name : 2695 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
4 80 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
13 80 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 



1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga acacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2696 

SequenceDescription : 

Custom Codon 



Sequence Name : 2696 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 



gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
42 0 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacgt ggaccccttg ccggacctca tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 



2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2697 

SequenceDescription : 

Custom Codon 



Sequence Name : 2697 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 ~ ~ ^ * 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 



gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 
1380 ^ ~ ~ ~ ~ " ~ . 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 
1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 
1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 
1620 

aagctgaaga gcacctacat tgaccccttg ccgagcctcg tccaccccag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 
1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 
1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 
1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 
1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 
2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 
2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 
2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 
2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 
2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 
2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 
2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2698 

SequenceDescription : 

Custom Codon 
Sequence Name : 2698 
Sequence 

<213> OrganismName : Artificial Sequence 



<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcagggacg gccgggtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
168 0 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 

1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 



gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatcgcca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
234 0 

gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2699 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 699 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 



ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggaggcc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 



2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2700 
SequenceDescription : 

Custom Codon 



Sequence Name : 2 700 



Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

a tgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
108 0 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 



1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2 701 

SequenceDescription : 

Custom Codon 



Sequence Name : 2701 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 

180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 



240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 

54.0 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
162 0 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 



aggctctccc aggagcttgc 
2100 

ttccaaagct tccccaaggt 

2160 

cggggctacg tggaaaccct 
2220 

gtgaagagcg tcagggaggc 
2280 

gccgccgacc tcatgaagct 
2340 

gcccgcatgc tcctccaggt 
2400 

gaggaggtgg cggctttggc 
2460 

ctggaggtgg aggtggggat 
2520 
caccac 
2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2702 
SequenceDescription : 

Custom Codon 



Sequence Name : 2702 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccg aggggtcagg 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 



catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 
cgccatggtg aagctcttcc 
cgccaacgag ctcctcctgg 
caaggaggcc atggagaagg 
99999 a ggac tggctttccg 



tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 
aggcccccca agcgcgggcc 
cctatcccct cgccgtgccc 
ccaagggtca ccaccaccac 



gccccctggc ccccgccgga aggggccttc 
960 

atgtgggcgg agcttaaagc cctggccgcc 
1020 

gaccccttgg cggggctaaa ggacctcaag 
1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc gaacaccacc 
120 0 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca tatggaggcc 
1380 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt ggggaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
1980 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg 
2160 

cggggctacg tggaaaccct cttcggaaga 
2220 

gtgaagagcg tcagggaggc cgcggagcgc 
2280 

gccgccgacc tcatgaagct cgccatggtg 
2340 

gcccgcatgc tcctccaggt cgccaacgag 
2400 

gaggaggtgg cggctttggc caaggaggcc 
2460 

ct 99 a 99tgg aggtggggat gggggaggac 

2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2703 
SequenceDescription : 



fT/T /T/-i -j— •}— /~i r~1 

y tyyy ^ *~ teg 


eeeececccg 


ccccgagccc 


egcaggggcg 


gccgcgegca 


ccgggcagca 


gagguccy y g 


gec eccecgc 


caaggaccec 


cecgegcccg 


gggacgaccc 


catgctcctc 


cccgaggggg 


tggcgcggcg 


etaegggggg 


ctcctctcgg 


agaggctcca 


tcggaacctc 


cue egge ecu 


accacgagge 


ggaaaagece 


aceggggeae 


ggexggacge 


ggccuaccee 


aeccgccgcc 


ecgaggagga 


ggtcttccgc 


y y y etc \_ cty o 


•-yy»-ci«-yy y *- 


/-x s-* 4— 4— 4— 4— 

gcLCLttgaC 


caaaagacag 


gcaagcgcec 


caccagcgcc 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


acggccacgg 


ecaeggggag 


gcttagtagc 


cgcaccccct 


tgggecagag 


gatccgccgg 


gtggccctgg 


actatageca 


gatagagctc 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


ttcggcgtcc 


tetaeggcat 


gtccgcccat 


gaggaggegg 


eggecteeat 


agagegctae 


atagaaaaga 


c c c t ggagga 


ggggaggaag 


aggegctacg 


tgcccgacct 


caacgcccgg 


atggccttca 


acatgcccgt 


ccagggcacc 


aagctcttcc 


cccgcctccg 


ggagatgggg 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


tggctttccg 


ccaagggtca 


ccaccaccac 



Custom Codon 



Sequence Name : 2703 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agtataccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
78 0 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
84 0 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
132 0 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
138 0 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 



1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
192 0 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 - - • - - 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2704 

SequenceDescription : 

Custom Codon 



Sequence Name : 2704 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 



480 

cccgagggcc 
540 

cagtgggtgg 
600 

ggcatcaggg 
660 

ctcaagaacc 
720 

gaagacctca 
780 

gacctcgccc 
840 

gagttcggca 
900 

gccccctggc 
960 

atgtgggcgg 
1020 

gaccccttgg 
1080 

gccgtcttgg 
1140 

gcctacctcc 
1200 

gagtggacgg 
1260 

cttaagcgcc 
1320 

ctctcccggg 
1380 

caggcccttt 
1440 

ttggcgggcc 
1500 

gagcttaggc 
1560 

gcggtgctgg 
1620 

gagctcacca 
1680 

acgggccgcc 
1740 

tccgacccca 
1800 

gccttcgtgg 
1860 

cgcgtcctcg 
1920 

gacatccaca 
1980 

ctgatgcgcc 
2040 

aggctctccc 
2100 

ttccaaagct 
2160 

cggggctacg 

2220 

gtgaagagcg 
2280 



acctcatcac 
acttccgcgc 
agaagaccgc 
tggaccgggt 
ggctctcctt 
aggggcggga 
gcctcctcca 
ccccgccgga 
agcttaaagc 

cggggctaaa 

cctcgaggga 

tgggcccctc 

aggacgccgc 
tcgaggggga 
tcctggccca 
ccctggagct 
accccttcaa 
ttcccgcctt 
aggccctacg 
agctcaagaa 
tccacacccg 
acctgcagaa 
ccgaggcggg 
cccacctctc 
cccagaccgc 
gggcggccaa 
aggagcttgc 
tccccaaggt 
tggaaaccct 
tcagggaggc 



cccggagtgg 
cctcgtgggg 
cctcaagctc 
aaagccagaa 
ggagctctcc 
gcccgaccgg 
cgagttcggc 
aggggccttc 
cctggccgcc 
ggacctcaag 
ggggctagac 
gaacaccacc 
ccaccgggcc 
ggagaagctc 
tatggaggcc 
tgcggaggag 
cctcaactcc 
ggggaagacg 
ggaggcccac 
cacctacgtg 
cttcaaccag 
catccccgtc 
ttgggcgttg 
cggggacgaa 
aagctggatg 
gacggtgaac 
catcccctac 
gcgggcctgg 
cttcggaaga 
cgcggagcgc 



ctttgggaga 
gacccctccg 
ctcaaggagt 
aacgtccggg 
cgggtgcgca 
gaggggctta 
ctcctggagg 
gtgggcttcg 
tgcaggggcg 
gaggtccggg 
ctcgtgcccg 
cccgaggggg 
ctcctctcgg 
ctttggctct 
accggggtac 
atccgccgcc 
cgggaccagc 
caaaagacag 
cccatcgtgg 
gaccccctcc 
acggccacgg 
cgcaccccct 
gtggccctgg 
aacctgatca 
ttcggcgtcc 
ttcggcgtcc 
gaggaggcgg 
atagaaaaga 
aggcgctacg 
atggccttca 



agtacggcct 
acaacctccc 
ggggaagcct 
agaagatcaa 
ccgacctccc 
gggccttcct 
cccccgcccc 
tcctctcccg 
gccgcgtgca 
gcctcctcgc 
gggacgaccc 
tggcgcggcg 
agaggctcca 
accacgaggt 
ggctggacgt 
tcgaggagga 
tggaaagggt 
gcaagcgctc 
agaagatcct 
caagcctcgt 
ccacggggag 
tgggccagag 
actatagcca 
gggtcttcca 
ccccggaggc 
tctacggcat 
tggcctttat 
ccctggagga 
tgcccgacct 
acatgcccgt 



caggccggag 

cggggtcaag 
ggaaaacctc 
ggcccacctg 
cctggaggtg 
ggagaggctg 
cctggaggag 
ccccgagccc 
ccgggcagca 
caaggacctc 
catgctcctc 
ctacgggggg 
tcggaacctc 
ggaaaagccc 
ggcctacctt 
ggtcttccgc 
gctctttgac 
caccagcgcc 
ccagcaccgg 
ccacccgagg 
gcttagtagc 
gatccgccgg 
gatagagctc 
ggaggggaag 
cgtggacccc 
gtccgcccat 
agagcgctac 
ggggaggaag 
caacgcccgg 
ccagggcacc 



gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 

2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2705 

SequenceDescription : 

Custom Codon 



Sequence Name : 2705 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
12 0 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
3 00 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
42 0 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
54 0 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

g c 9g9gctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 



ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
12 00 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 

1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

t iu aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 

LJ 1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
O 1860 

y! gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 

4% 1920 

m acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 

1980 

■Z cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 

*p 2 040 

n caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 

O 2100 

1% ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 

m 2160 

IX gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 

<£ s 222 0 

Q gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 

m 22 80 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 ~ 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2706 

SequenceDescription : 

Custom Codon 



Sequence Name : 2706 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcca ccccactttt tgacctggag gaacccccca agcgggtgct tctggtggac 



ggccaccacc tggcctaccg 
120 

ccggtgcaga tggtctacgg 
180 

caggcggtgg tcgtggtctt 
240 

gcctacaagg cgggccgggc 
300 

aagcggctgg tggaccttct 
360 

gacgtcctgg gcaccctggc 
420 

acgggagacc gggacttctt 
480 

gggaccctgg tcaccccaaa 
540 

gtggacttcc gcgccctcac 
600 

9999 a 9 aa 9 a ccgcccttcg 
660 

aacctggacc gggtaaagcc 
720 

ctccacctct ccttagacct 
780 

aaggccctgc gccgcaggac 
840 

gagttcggaa gcctcctcca 
900 

gccccctggc ccccgcccga 
960 

at 9tgggcgg agcttctggc 
1020 

gaccccttgg cggggctaaa 
1080 

gccgtcttgg cctcgaggga 
1140 

gcctacctcc tgggcccctc 
1200 

gagtggacgg aggacgccgc 
1260 

cttaagcgcc tcgaggggga 
1320 

ctctcccggg tcctggccca 
1380 

caggcccttt ccctggagct 
1440 

ttggcgggcc accccttcaa 
1500 

gagcttaggc ttcccgcctt 
1560 

gcggtgctgg aggccctacg 
1620 

gagctcacca agctcaagaa 
1680 

a cgggccgcc tccacacccg 
1740 

tccgacccca acctgcagaa 
1800 

gccttcgtgg ccgaggcggg 
1860 



caccttctat 


gccctgagcc 


cttcgcccgg 


agcctcctca 


tgacgccaag 


gccccctcct 


ccccaccccg 


gaggacttcc 


gggcctggtc 


cgcctcgagg 


caagaaggcc 


gaaagggagg 


ccagctcctc 


tccgagaagg 


ggacgtccag 


gagaagtacg 


99999 a ccgc 


tcggacaaca 


actcctcgca 


gagtggggga 


ggactcgctc 


cggcgcaaga 


ggcccgcatc 


cgcaccgacc 


ccccgacctg 


gagggcctga 


cgagttcggc 


ctcctgggag 


aggggccttc 


gtgggcttcc 


cctggcggcg 


gcctcgggcg 


ggacctcaag 


gaggtccggg 


ggggctagac 


ctcgtgcccg 


gaacaccacc 


cccgaggggg 


ccaccgggcc 


ctcctctcgg 


ggagaagctc 


ctttggctct 


tatggaggcc 


accggggtac 


tgcggaggag 


atccgccgcc 


cctcaactcc 


cgggaccagc 


gaagaagacg 


aagaagacag 


ggaggcccac 


cccatcgtgg 


cacctacgtg 


gaccccctcc 


cttcaaccag 


acggccacgg 


catccccgtc 


cgcaccccct 


ttgggcgttg 


gtggccctgg 



tcaccacctc ccggggggag 
aggccttgaa ggaggacgga 
tccgccacga ggcctacgag 
cccgccagct cgccttggtc 
ccccggggta cgaggcggac 
ggatggaggt gcgcatcctc 
tctcggtcct cctgccggac 
gggtgccccc ggagcgctgg 
tccccggggt ggcggggata 
gcgtggaaaa cctcctgaag 
tagaggcgca cctcgaggac 
tccccctgga ggtggacttt 
gggccttttt ggaggagctg 
gggagaagcc ccgggaggag 
tcctttcccg caaggagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 



cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
222 0 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2707 

SequenceDescription : 

Custom Codon 



Sequence Name : 2707 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
42 0 " 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 
480 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 
660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 



ctatccctgg agctatcccg 
780 

cgccgggagc cggaccggga 
840 

ctcctccacg agttcggcct 
900 

ccccccgagg gagccttcgt 
960 

cttaacgcct tggccgccgc 
1020 

gggctaaagg acctcaagga 
1080 

tcgagggagg ggctagacct 
1140 

ggcccctcga acaccacccc 
1200 

gacgccgccc accgggccct 
1260 

9 a gggggagg agaagctcct 
1320 

ctggcccata tggaggccac 
1380 

ctggagcttg cggaggagat 
1440 

cccttcaacc tcaactcccg 
1500 

cccgccttga agaagacgaa 
1560 

gccctacggg aggcccaccc 
1620 

ctcaagaaca cctacgtgga 
1680 

cacacccgct tcaaccagac 
1740 

ctgcagaaca tccccgtccg 
1800 

gaggcgggtt gggcgttggt 
1860 

cacctctccg gggacgaaaa 
1920 

cagaccgcaa gctggatgtt 
1980 

gcggccaaga cggtgaactt 
2040 

gagcttgcca tcccctacga 
2100 

cccaaggtgc gggcctggat 
2160 

gaaaccctct tcggaagaag 
2220 

agggaggccg cggagcgcat 
2280 

atgaagctcg ccatggtgaa 
2340 

ctccaggtcg ccaacgagct 
2400 

gctttggcca aggaggccat 
2460 

gtggggatgg gggaggactg 
2514 



ggtgcacacg gacttgctcc 
ggggcttaag gcctttttgg 
gttggaaagc ccggtggcgg 
ggggtacgtt ctttcccgcc 
ctggggcggc cgcgtgcacc 
ggtccggggc ctcctcgcca 
cgtgcccggg gacgacccca 
cgagggggtg gcgcggcgct 
cctctcggag aggctccatc 
ttggctctac cacgaggtgg 
cggggtacgg ctggacgtgg 
ccgccgcctc gaggaggagg 
ggaccagctg gaaagggtgc 
gaagacaggc aagcgctcca 
catcgtggag aagatcctcc 
ccccctccca agcctcgtcc 
ggccacggcc acggggaggc 
cacccccttg ggccagagga 
ggccctggac tatagccaga 
cctgatcagg gtcttccagg 
cggcgtcccc ccggaggccg 
cggcgtcctc tacggcatgt 
ggaggcggtg gcctttatag 
agaaaagacc ctggaggagg 
gcgctacgtg cccgacctca 
ggccttcaac atgcccgtcc 
gctcttcccc cgcctccggg 
cctcctggag gccccccaag 
ggagaaggcc tatcccctcg 
gctttccgcc aagggtcacc 



ttcaggtgga cttcgcccgg 
agaggctgga gttcggaagc 
c 99 a ggaagc tccctggccg 
ccgagcccat gtgggcggag 
gggcagcaga ccccttggcg 
aggacctcgc cgtcttggcc 
tgctcctcgc ctacctcctg 
acggggggga gtggacggag 
ggaacctcct taagcgcctc 
aaaagcccct ctcccgggtc 
cctaccttca ggccctttcc 
tcttccgctt ggcgggccac 
tctttgacga gcttaggctt 
ccagcgccgc ggtgctggag 
agcaccggga gctcaccaag 
acccgaggac gggccgcctc 
ttagtagctc cgaccccaac 
tccgccgggc cttcgtggcc 
tagagctccg cgtcctcgcc 
aggggaagga catccacacc 
tggaccccct gatgcgccgg 
ccgcccatag gctctcccag 
agcgctactt ccaaagcttc 
ggaggaagcg gggctacgtg 
acgcccgggt gaagagcgtc 
agggcaccgc cgccgacctc 
agatgggggc ccgcatgctc 
cgcgggccga ggaggtggcg 
ccgtgcccct ggaggtggag 
accaccacca ccac 



<212> Type : DNA 

<211> Length : 2514 

SequenceName : 27 08 
SequenceDescription : 

Custom Codon 



Sequence Name : 2708 



Sequence 



<213> OrganismName : Thermus thermophilus 
<400> PreSequenceString : 

atggaggcga tgcttccgct ctttgaaccc aaaggccggg tcctcctggt ggacggccac 
60 

cacctggcct accgcacctt cttcgccctg aagggcctca ccacgagccg gggcgaaccg 
120 

gtgcaggcgg tctacggctt cgccaagagc ctcctcaagg ccctgaagga ggacgggtac 
180 

aaggccgtct tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 
240 

gcctacaagg cggggagggc cccgaccccc gaggacttcc cccggcagct cgccctcatc 
3 00 

aaggagctgg tggacctcct ggggtttacc cgcctcgagg tccccggcta cgaggcggac 
360 

gacgttctcg ccaccctggc caagaaggcg gaaaaggagg ggtacgaggt gcgcatcctc 
420 

accgccgacc gcgacctcta ccaactcgtc tccgaccgcg tcgccgtcct ccaccccgag 
480 

ggccacctca tcaccccgga gtggctttgg gagaagtacg gcctcaggcc ggagcagtgg 
540 

gtggacttcc gcgccctcgt gggggacccc tccgacaacc tccccggggt caagggcatc 
600 

ggggagaaga ccgccctcaa gctcctcaag gagtggggaa gcctggaaaa cctcctcaag 
660 

aacctggacc gggtaaagcc agaaaacgtc cgggagaaga tcaaggccca cctggaagac 
720 

ctcaggctct ccttggagct ctcccgggtg cgcaccgacc tccccctgga ggtggacctc 
780 

gcccaggggc gggagcccga ccgggagggg cttagggcct tcctggagag gctggagttc 
840 

ggcagcctcc tccacgagtt cggcctcctg gaggcccccg cccccctgga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc ttcgtcctct cccgccccga gcccatgtgg 
960 

gcggagctta aagccctggc cgcctgcagg gacggccggg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 
1140 

ctcctgggcc cctccaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 
1200 

acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 

cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
132 0 

cgggtcctgg cccacatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 
1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
1440 



ggccacccct tcaacctcaa ctcccgggac 
1500 

aggcttcccg ccttggggaa gacgcaaaag 
1560 

ctggaggccc tacgggaggc ccaccccatc 
1620 

accaagctca agaacaccta cgtggacccc 
1680 

cgcctccaca cccgcttcaa ccagacggcc 
174 0 

cccaacctgc agaacatccc cgtccgcacc 
1800 

gtggccgagg cgggttgggc gttggtggcc 
1860 

ctcgcccacc tctccgggga cgaaaacctg 
1920 

cacacccaga ccgcaagctg gatgttcggc 
1980 

cgccgggcgg ccaagacggt gaacttcggc 
2040 

tcccaggagc ttgccatccc ctacgaggag 
2100 

agcttcccca aggtgcgggc ctggatagaa 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc 
2220 

agcgtcaggg aggccgcgga gcgcatggcc 
2280 

gacctcatga agctcgccat ggtgaagctc 
2340 

atgctcctcc aggtccacga cgagctcctc 

2400 

gtggcggctt tggccaagga ggccatggag 
2460 

gtggaggtgg ggatggggga ggactggctt 
2505 

<212> Type : DNA 

<211> Length : 2505 

SequenceName : 2709 
SequenceDescription : 

Custom Codon 



cagctggaaa gggtgctctt tgacgagctt 
acaggcaagc gctccaccag cgccgcggtg 
gtggagaaga tcctccagca ccgggagctc 
ctcccaagcc tcgtccaccc gaggacgggc 
acggccacgg ggaggcttag tagctccgac 
cccttgggcc agaggatccg ccgggccttc 
ctggactata gccagataga gctccgcgtc 
atcagggtct tccaggaggg gaaggacatc 
gtccccccgg aggccgtgga ccccctgatg 
gtcctctacg gcatgtccgc ccataggctc 
gcggtggcct ttatagagcg ctacttccaa 
aagaccctgg aggaggggag gaagcggggc 
tacgtgcccg acctcaacgc ccgggtgaag 
ttcaacatgc ccgtccaggg caccgccgcc 
ttcccccgcc tccgggagat gggggcccgc 
ct ggaggccc cccaagcgcg ggccgaggag 
aaggcctatc ccctcgccgt gcccctggag 
tccgccaagg gttag 



Sequence Name : 2709 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString ; 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALRED 
60 

GDAVTWFDA EAPSFRHEAY GGYKAGRAPT PEDFPRQLAL IKELVDLLGF TRLEVPGYEA 
120 

DDVLATLAKK AEKEGYEVRI LTADKDLYQL LSDRIHVLHP EGYLITPAWL WEKYGLRPDQ 
180 

WADYRALTGD ESDNLPGVKG IGEKTALKLL KEWGSLEALL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDREG LKAFLERLEF GSLLHEFGLL GGEKPREEAP 
300 

WPPPEGAFVG FVLSRKEPMW ADLLALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 



LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 
660 

RRAAKTVNFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 84 0 

SequenceName : 2710 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg tacctttttt gccctgaagg gcctcaccac cagccggggg 
120 

gagccggtcc aggcggtgta cgggtttgcc aagagccttt tgaaggcgct aagagaagac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 
240 

ggggggtaca aggcggggcg ggctcccacc cccgaggact ttccccggca gcttgccctt 
300 

atcaaggagc tggtggacct cctggggttt acccgcctcg aggtccccgg ctacgaggcg 
360 

gacgacgttc tcgccaccct ggccaagaag gcggaaaagg aggggtacga ggtgcgcatc 
420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 
540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 
600 

atcggggaga agaccgccct caagctcctc aaggagtggg ggagcctgga agccctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagggg cttaaggcct ttttggagag gctggagttc 
840 

ggcagcctcc tccacgagtt cggcctcctg ggaggggaga agccccggga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc tttgtgcttt cccgcaagga gcccatgtgg 
960 

gccgatcttc tggccctggc cgcctgcagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 



1080 

ttggcctcga gggaggggct agacctcgtg 
1140 

ctcctgggcc cctcgaacac cacccccgag 
12 00 

acggaggacg ccgcccaccg ggccctcctc 
1260 

cgcctcgagg gggaggagaa gctcctttgg 
1320 

cgggtcctgg cccatatgga ggccaccggg 
1380 

ctttccctgg agcttgcgga ggagatccgc 
144 0 

ggccacccct tcaacctcaa ctcccgggac 
1500 

aggcttcccg ccttgaagaa gacgaagaag 
1560 

ctggaggccc tacgggaggc ccaccccatc 
1620 

accaagctca agaacaccta cgtggacccc 
1680 

cgcctccaca cccgcttcaa ccagacggcc 
1740 

cccaacctgc agaacatccc cgtccgcacc 
1800 

gtggccgagg cgggttgggc gttggtggcc 
I860 

ctcgcccacc tctccgggga cgaaaacctg 
1920 

cacacccaga ccgcaagctg gatgttcggc 
1980 

cgccgggcgg ccaagacggt gaacttcggc 
2040 

tcccaggagc ttgccatccc ctacgaggag 
2100 

agcttcccca aggtgcgggc ctggatagaa 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc 
2220 

agcgtcaggg aggccgcgga gcgcatggcc 
2280 

gacctcatga agctcgccat ggtgaagctc 
2340 

atgctcctcc aggtcgccaa cgagctcctc 
2400 

gtggcggctt tggccaagga ggccatggag 
2460 

gtggaggtgg ggatggggga ggactggctt 
2520 

<212> Type : DNA 

<211> Length : 2520 

SequenceName : 2711 
SequenceDescription : 

Custom Codon 



Sequence Name : 2711 
Sequence 



cccggggacg 


accccatgct 


cctcgcctac 


ggggtggcgc 


ggcgctacgg 


gggggagtgg 


tcggagaggc 


tccatcggaa 


cctccttaag 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


gtacggctgg 


acgtggccta 


ccttcaggcc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


cagctggaaa 


gggtgctctt 


tgacgagctt 


acaggcaagc 


gctccaccag 


cgccgcggtg 


gtggagaaga* 


tcctccagca 


cc gggagctc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


acggccacgg 


ggaggcttag 


tagctccgac 


cccttgggcc 


agaggatccg 


ccgggccttc 


ctggactata 


gccagataga 


gctccgcgtc 


atcagggtct 


tccaggaggg 


gaaggacatc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


gtcctctacg 


gcatgtccgc 


ccataggctc 


gcggtggcct 


ttatagagcg 


ctacttccaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


tccgccaagg 


gtcaccacca 


ccaccaccac 



<213> OrganismName : Thermus thermophilus 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG 
60 

GYKAVFWFD AKAP S FRHE A YEAYKAGRAP TPEDFPRQLA 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL 
300 

APWPPPEGAF VGFVLSRPEP MWAEL KALAA CRDGRVHRAA 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT 
780 

ARMLLQVHDE LLLEAPQARA EEVAALAKEA MEKAYPLAVP 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2712 

SequenceDescription : 

Sequence 



<213> OrganismName : Thermus thermophilus 
<400> PreSequenceString : 
atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
42 0 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 



EPVQAVYGFA 
LIKELVDLLG 
PEGHLITPEW 
LKNLDRVKPE 
EFGSLLHEFG 
DPLAGLKDLK 
EWTEDAAHRA 
QALSLELAEE 
AVLEALREAH 
SDPNLQNIPV 
DIHTQTASWM 
FQSFPKVRAW 
AADLMKLAMV 
LEVEVGMGED 



KSLLKALKED 
FTRLEVPGYE 
LWEKYGLRPE 
NVREKIKAHL 
LLEAPAPLEE 
EVRGLLAKDL 
LLSERLHRNL 
IRRLEEEVFR 
PIVEKILQHR 
RTPLGQRIRR 
FGVPPEAVDP 
IEKTLEEGRK 
KLFPRLREMG 
WLSAKG 



660 




ctcaagaacc 


tggaccgggt 


720 




gaagacctca 


ggctctcctt 


780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


138 0 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcaqqqaqqc 


22 80 




gccgccgacc 


tcatgaagct 


2340 




gcccgcatgc 


tcctccaggt 


2400 




gaggaggtgg 


cggctttggc 


2460 





aaagccagaa aacgtccggg 
ggagctctcc cgggtgcgca 
gcccgaccgg gaggggctta 
cgagttcggc ctcctggagg 
aggggccttc gtgggcttcg 
cctggccgcc tgcagggacg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
caacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc ctttggctct 
catggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
ggggaagacg caaaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 
cgccatggtg aagctcttcc 
ccacgacgag ctcctcctgg 
caaggaggcc atggagaagg 



agaagatcaa ggcccacctg 
ccgacctccc cctggaggtg 
gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgggtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 
aggcccccca agcgcgggcc 
cctatcccct cgccgtgccc 



ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtta g 
2511 

<212> Type : DNA 
<211> Length : 2511 

SequenceName : 2713 

SequenceDescription : 

Custom Codon 



Sequence Name : 2713 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRDGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVHNE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2 714 

SequenceDescription : 

Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 



240 

tacgaggcct 
300 

ctcatcaagg 
360 

gcggacgacg 
420 

atcctcaccg 
480 

cccgagggcc 
540 

cagtgggtgg 
600 

ggcatcgggg 
660 

ctcaagaacc 
720 

gaagacctca 
780 

gacctcgccc 
840 

gagttcggca 
900 

gccccctggc 
960 

atgtgggcgg 
1020 

gaccccttgg 
1080 

gccgtcttgg 

1140 

gcctacctcc 
1200 

gagtggacgg 
1260 

cttaagcgcc 
1320 

ctctcccggg 
1380 

caggcccttt 
1440 

ttggcgggcc 
1500 

gagcttaggc 
1560 

gcggtgctgg 
1620 

gagctcacca 
1680 

acgggccgcc 
1740 

tccgacccca 
1800 

gccttcgtgg 
1860 

cgcgtcctcg 
1920 

gacatccaca 
1980 

ctgatgcgcc 
204 0 



acaaggcggg 
agctggtgga 
ttctcgccac 
ccgaccgcga 
acctcatcac 
acttccgcgc 
agaagaccgc 
tggaccgggt 
ggctctcctt 
aggggcggga 
gcctcctcca 
ccccgccgga 
agcttaaagc 

cggggctaaa 

cctcgaggga 
tgggcccctc 
aggacgccgc 
tcgaggggga 
tcctggccca 
ccctggagct 
accccttcaa 
ttcccgcctt 
aggccctacg 
agctcaagaa 
tccacacccg 
acctgcagaa 
ccgaggcggg 
cccacctctc 
cccagaccgc 

gggcggccaa 



gagggccccg 
cctcctgggg 
cctggccaag 
cctctaccaa 
cccggagtgg 
cctcgtgggg 
cctcaagctc 
aaagccagaa 
ggagctctcc 
gcccgaccgg 
cgagttcggc 

a ggggccttc 

cctggccgcc 
ggacctcaag 
ggggctagac 
caacaccacc 
ccaccgggcc 
ggagaagctc 
catggaggcc 
tgcggaggag 
cctcaactcc 
ggggaagacg 

ggaggcccac 

cacctacgtg 
cttcaaccag 
catccccgtc 
ttgggcgttg 
cggggacgaa 
aagctggatg 
gacggtgaac 



acccccgagg 
tttacccgcc 
aaggcggaaa 
ctcgtctccg 
ctttgggaga 
gacccctccg 
ctcaaggagt 
aacgtccggg 
cgggtgcgca 
gaggggctta 
ctcctggagg 
gtgggcttcg 
tgcagggacg 
gaggtccggg 
ctcgtgcccg 
cccgaggggg 
ctcctctcgg 
ctttggctct 
accggggtac 
atccgccgcc 
cgggaccagc 
caaaagacag 
cccatcgtgg 
gaccccctcc 
acggccacgg 
cgcaccccct 
gtggccctgg 
aacctgatca 
ttcggcgtcc 
ttcggcgtcc 



acttcccccg 
tcgaggtccc 
aggaggggta 
accgcgtcgc 
agtacggcct 
acaacctccc 
ggggaagcct 
agaagatcaa 
ccgacctccc 
gggccttcct 
cccccgcccc 
tcctctcccg 
gccgggtgca 
gcctcctcgc 
gggacgaccc 
tggcgcggcg 
agaggctcca 
accacgaggt 
ggctggacgt 
tcgaggagga 
tggaaagggt 
gcaagcgctc 
agaagatcct 
caagcctcgt 
ccacggggag 
tgggccagag 
actatagcca 
gggtcttcca 
ccccggaggc 
tctacggcat 



gcagctcgcc 
cggctacgag 
cgaggtgcgc 
cgtcctccac 
caggccggag 
cggggtcaag 
ggaaaacctc 
ggcccacctg 
cctggaggtg 
ggagaggctg 
cctggaggag 
ccccgagccc 
ccgggcagca 
caaggacctc 
catgctcctc 
ctacgggggg 
tcggaacctc 
ggaaaagccc 
ggcctacctt 
ggtcttccgc 
gctctttgac 
caccagcgcc 
ccagcaccgg 
ccacccgagg 
gcttagtagc 
gatccgccgg 
gatagagctc 
ggaggggaag 
cgtggacccc 
gtccgcccat 



aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtta g 
2511 

<212> Type : DNA 
<211> Length : 2511 

SequenceName : 2715 

SequenceDescription : 

Custom Codon 



Sequence Name : 2715 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
7 80 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 



960 

atgtgggcgg agcttaaagc cctggccgcc 
1020 

gaccccttgg cggggctaaa ggacctcaag 
1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc caacaccacc 
12 00 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
132 0 

ctctcccggg tcctggccca catggaggcc 
1380 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt ggggaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
174 0 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
1980 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg 
2160 

cggggctacg tggaaaccct cttcggaaga 
2220 

gtgaagagcg tcagggaggc cgcggagcgc 
2280 

gccgccgacc tcatgaagct cgccatggtg 
2340 

gcccgcatgc tcctccaggt ccacaacgag 
2400 

gaggaggtgg cggctttggc caaggaggcc 
2460 

ctggaggtgg aggtggggat gggggaggac 

2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2716 
SeguenceDescription : 

Custom Codon 



tgcagggacg gccgggtgca ccgggcagca 
g a 99 tcc 99g gcctcctcgc caaggacctc 
ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggctggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
caaaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 
gtggccctgg actatagcca gatagagctc 
aacctgatca gggtcttcca ggaggggaag 
ttcggcgtcc ccccggaggc cgtggacccc 
ttcggcgtcc tctacggcat gtccgcccat 
gaggaggcgg tggcctttat agagcgctac 
atagaaaaga ccctggagga ggggaggaag 
aggcgctacg tgcccgacct caacgcccgg 
atggccttca acatgcccgt ccagggcacc 
aagctcttcc cccgcctccg ggagatgggg 
ctcctcctgg aggcccccca agcgcgggcc 
atggagaagg cctatcccct cgccgtgccc 
tggctttccg ccaagggtca ccaccaccac 



Sequence Name : 2 716 



Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRDGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVHNE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2717 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 . 
ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 



480 




cccgagggcc 


acctcatcac 


540 




cagtgggtgg 


acttccgcgc 


600 




ggcatcgggg 


agaagaccgc 


660 




ctcaagaacc 


tggaccgggt 


72 0 




gaagacctca 


ggctctcctt 


780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 
— > — * — > — > —j -j 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


qqqcqqccaa 


2 040 




aacrctctccc 


aacfscfr'l - har 

c-y y _j i_- l. y ^ 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


222 0 




gtgaagagcg 


tcagggaggc 


2280 





cccggagtgg ctttgggaga 
cctcgtgggg gacccctccg 
cctcaagctc ctcaaggagt 
aaagccagaa aacgtccggg 
ggagctctcc cgggtgcgca 
gcccgaccgg gaggggctta 
cgagttcggc ctcctggagg 
aggggccttc gtgggcttcg 
cctggccgcc tgcaggggcg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
gaacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc ctttggctct 
tatggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
ggggaagaicg caaaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 



agtacggcct caggccggag 
acaacctccc cggggtcaag 
ggggaagcct ggaaaacctc 
agaagatcaa ggcccacctg 
ccgacctccc cctggaggtg 
gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 

tgggccagag gatccgccgg 

actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 



gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
234 0 

gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2718 

SequenceDescription : 

Custom Codon 



Sequence Name : 2718 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALGKT QKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVHNE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2719 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 



<400> PreSequenceString : 
atgaattcca ccccactttt tgacctggag 
60 

ggccaccacc tggcctaccg caccttctat 
120 

ccggtgcaga tggtctacgg cttcgcccgg 
180 

caggcggtgg tcgtggtctt tgacgccaag 
240 

gcctacaagg cgggccgggc ccccaccccg 
300 

aagcggctgg tggaccttct gggctttacc 
360 

gacgtcctgg gcaccctggc caagaaggcc 
420 

acgggagacc gggacttctt ccagctcctc 
480 

gggaccctgg tcaccccaaa ggacgtccag 
540 

gtggacttcc gcgccctcac gggggaccgc 
600 

999gagaaga ccgcccttcg actcctcgca 
660 

aacctggacc gggtaaagcc ggactcgctc 
720 

ctccacctct ccttagacct ggcccgcatc 
780 

aaggccctgc gccgcaggac ccccgacctg 
840 

gagttcggaa gcctcctcca cgagttcggc 
900 

gccccctggc ccccgcccga aggggccttc 
960 

atgtgggcgg agcttctggc cctggcggcg 
1020 

agcccggttg aggccctggc ggacctcaag 
1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc gaacaccacc 
1200 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca tatggaggcc 
1380 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt gaagaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 



gaacccccca agcgggtgct tctggtggac 
gccctgagcc tcaccacctc ccggggggag 
agcctcctca aggccttgaa ggaggacgga 
gccccctcct tccgccacga ggcctacgag 
gaggacttcc cccgccagct cgccttggtc 
cgcctcgagg ccccggggta cgaggcggac 
gaaagggagg ggatggaggt gcgcatcctc 
tccgagaagg tctcggtcct cctgccggac 
gagaagtacg gggtgccccc ggagcgctgg 
tcggacaaca tccccggggt ggcggggata 
gagtggggga gcgtggaaaa cctcctgaag 
cggcgcaaga tagaggcgca cctcgaggac 
cgcaccgacc tccccctgga ggtggacttt 
gagggcctga gggccttttt ggaggagctg 
ctcctgggag gggagaagcc ccgggaggag 
gtgggcttcc tcctttcccg caaggagccc 
gcctcgggcg gccgcgtcca ccgggcaaca 
gaggtccggg gcctcctcgc caaggacctc 
ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggctggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
aagaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 



gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 

1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2720 

SequenceDescription : 

Custom Codon 



Sequence Name : 2720 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctcgc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 



ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
138Q 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 

2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2 340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
24 00 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 



2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 2721 
SequenceDescription : 

Custom Codon 



Sequence Name : 2721 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLAGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVL AS REGLD LVPGDDPMLL AYLLGP SNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2722 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 



gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctcaa gggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 



2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2723 

SequenceDescription : 

Custom Codon 



Sequence Name : 272 3 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLKGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSMTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 



842 

<212> Type : PRT 

<211> Length : 842 

SequenceName : 2724 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaagaag 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 ~ ' "* ~ ~ ~~ 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 



1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
192 0 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 

2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 

2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2725 

SequenceDescription : 

Custom Codon 



Sequence Name : 2725 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG E P VQAVYGF A KSLLKALKED 
60 

GYKAVFWFD AKAPS FRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLAS REGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRKK 



420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2726 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 0 0> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 • 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctcct cctggaggtg 
78 0 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 



1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc gaacaccacc 
1200 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca tatggaggcc 

13 80 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt gaagaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
1980 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg 
2160 

cggggctacg tggaaaccct cttcggaaga 
2220 

gtgaagagcg tcagggaggc cgcggagcgc 
2280 

gccgccgacc tcatgaagct cgccatggtg 
2340 

gcccgcatgc tcctccaggt cgccaacgag 
2400 

gaggaggtgg cggctttggc caaggaggcc 
2460 

ctggaggtgg aggtggggat gggggaggac 

2520 

caccac 

2526 

<212> Type : DNA 

<211> Length : 2526 

SequenceName : 272 7 
SequenceDescription : 

Custom Codon 



Sequence Name : 2727 
Sequence 



ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggctggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
aagaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 
gtggccctgg actatagcca gatagagctc 
aacctgatca gggtcttcca ggaggggaag 
ttcggcgtcc ccccggaggc cgtggacccc 
ttcggcgtcc tctacggcat gtccgcccat 
gaggaggcgg tggcctttat agagcgctac 
atagaaaaga ccctggagga ggggaggaag 
aggcgctacg tgcccgacct caacgcccgg 
atggccttca acatgcccgt ccagggcacc 
aagctcttcc cccgcctccg ggagatgggg 
ctcctcctgg aggcccccca agcgcgggcc 
atggagaagg cctatcccct cgccgtgccc 
tggctttccg ccaagggtca ccaccaccac 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLLLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2728 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 



600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggctacg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
H40 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 



gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

252 0 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2 72 9 

SequenceDescription : 

Custom Codon 



Sequence Name : 272 9 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGYVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 273 0 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 



120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagcacc tggaccaggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 



gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
222 0 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 

2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2731 

SequenceDescription : 

Custom Codon 



Sequence Name : 2731 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKHLDQVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHP FNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 



ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2732 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 

12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcaca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
12 00 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 



ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
192 0 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2733 

SequenceDescription : 

Custom Codon 



Sequence Name : 273 3 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVS DRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVHTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 



APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2734 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
3 00 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcaca ccgacctcct cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 



atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
102 0 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
114 0 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 

1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2735 

SequenceDe script ion : 

Custom Codon 



Sequence Name : 2735 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVHTDLLLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2736 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
4 80 



cccgagggcc 


acctcatcac 


540 




cagtgggtgg 


acttccgcgc 

Z3 ~J 


600 




ggcatcgggg 


agaagaccgc 


660 




ctcaagaacc 


tggaccgggt 


720 




gaagacctca 


ggctctcctt 


780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaaqc 


102 0 




gaccccttgg 


cgggqctaaa 


1080 




gccgtcttgg 


CCtcqaqqqa 

ZJ ZJ -J -J 


1140 




gcctacctcc 


tgggcccctc 


1200 




qaqtqqacqq 


aqqaCQCCQC 


1260 




cttaagcgcc 


tcqaqqqqqa 

^" ZJ ZJ ZJ ZJ ZJ ZJ ^ 


132 0 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 

~J —J ZJ ZJ 


ttcccgcctt 


1560 




qcqqtqctqq 

Zj^ZOZjZj^^ZJZJ 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acqqqccacc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




qccttcqtqq 


c c cr acrcr c cr cr a 


1860 




cgcgtcctcg 


cccacctctc 

Vp^ >w Sfc-* 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


oaocaaccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcagggaggc 


2280 




gccgccgacc 


tcatgaagct 



cccggagtgg ctttgggaga 
cctcgtgggg gacccctccg 
cctcaagctc ctcaaggagt 
aaagccagaa aacgtccggg 
ggagctctcc cgggtgcgca 
gcccgaccgg gaggggctta 
cgagttcggc ctcctggagg 
aggggccttc gtgggcttcg 
cctggccgcc tgcaggggcg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
gaacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc gtttggctct 
tatggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
gaagaagacg aagaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 
cgccatggtg aagctcttcc 



agtacggcct caggccggag 
acaacctccc cggggtcaag 
ggggaagcct ggaaaacctc 
agaagatcaa ggcccacctg 
ccgacctccc cctggaggtg 
gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 



2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2 737 

SequenceDescription : 

Custom Codon 



Sequence Name : 273 7 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL VWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
. 600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 273 8 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 



120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 

1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgagggggt ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 

1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 



gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 

2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 

2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 273 9 

SequenceDescription : 

Custom Codon 



Sequence Name : 273 9 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVL AS REGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGVEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHP FNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 



<212> Type : PRT 

<211> Length : 836 

SequenceName : 274 0 
SequenceDescription : 

Sequence 



<213> Organi smName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgaa acgaggggaa ggagaagctc ctttggctct accacgaggt ggaaaagccc 
132 0 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
144 0 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 



1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 

2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 

2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2741 

SequenceDescription : 

Custom Codon 



Sequence Name : 2741 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRNEGKEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 



480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2742 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
42 0 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 



gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 

1260 

cttaagcgct tcgaggggga ggagaagctc ctttgcctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2743 

SequenceDescription : 

Custom Codon 



Sequence Name : 2743 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 



GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRFEGEEKL LCLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2 744 

SequenceDescription : 

Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
42 0 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

ca 9tgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 



780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccttttt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcagggaggc 


2280 




gccgccgacc 


tcatgaagct 


2340 




gcccgcatgc 


tcctccaggt 


2400 




gaggaggtgg 


cggctttggc 


2460 




ctggaggtgg 


aggtggggat 


2508 




<212> Type 


: DNA 


<211> Length : 2508 



gcccgaccgg gaggggctta 
cgagttcggc ctcctggagg 
aggggccttc gtgggcttcg 
cctggccgcc tgcaggggcg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
gaacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc ctttggctct 
tatggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
gaagaagacg aagaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 
cgccatggtg aagctcttcc 
cgccaacgag ctcctcctgg 
caaggaggcc atggagaagg 
gggggaggac tggctttccg 



gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 
aggcccccca agcgcgggcc 
cctatcccct cgccgtgccc 
ccaagggt 



SequenceName : 2745 
SequenceDescription : 

Custom Codon 



Sequence Name : 2745 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPFLKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2746 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
3 60 



gcggacgacg 


ttctcgccac 


420 




atcctcaccg 


ccgaccgcga 


480 




cccgagggcc 


acctcatcac 


540 




cagtgggtgg 


acttccgcgc 


600 




ggcatcgggg 


agaagaccgc 


660 




ctcaagaacc 


tggaccgggt 


720 




gaagacctca 


ggctctcctt 


780 




gacctcgccc 


aggggcggga 


840 




gagttcggca 


gcctcctcca 


900 




gccccctggc 


ccccgccgga 


960 




atgtgggcgg 


agcttaaagc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgtttt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 

Z) ZJ Z) ZJ ZJ ZJ 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 

ZJ ZJ 


1980 




ctgatgcgcc 


gggcggccaa 


2040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 



tt uyy v^udcty 






L. L.uy LL LL uy 


cccggagugg 


ct t ugggaga 


cctcguggyy 


/^r /"i /*t ^-t /*i ^ /^r 

yacccciccy 


ccucaagccc 


cccaaggagc 




ddcytccygg 


ggagc l.c ucc 


^ g 9 y ^ g c g c a 


gcccgaccgg 


gaggggc 1 1 a 


cgagu. ucggc 


c tcctggagg 


«-yyyy l»\-c uc- 


y tyyy t,cg 




cgcaggggcg 


ggaccucaag 


gaggtceggg 


ggggctagac 


ctcgtgcccg 


gaacaccacc 


cccgaggggg 


ccaccgggcc 


ctcctctcgg 


gyayaay etc 


4—4—4— j~t/~r /~i 4— v— ^ 4— 

CttUyyCCCu 


t-auggaggee 


accggggnac 


tgeggaggag 


auccgccgcc 


cctcaactcc 


cgggaccagc 


gaagaagacg 


aagaagacag 


ggaggcccac 


cccatcgtgg 


cacctacgtg 


gaccccctcc 


cttcaaccag 


acggccacgg 


catccccgtc 


cgcaccccct 


ttgggcgttg 


gtggccctgg 


eggggacgaa 


aacctgatca 


aagctggatg 


ttcggcgtcc 


gaeggtgaac 


ttcggcgtcc 


catcccctac 


gaggaggegg 


gcgggcctgg 


atagaaaaga 


etteggaaga 


aggegctacg 



aggaggggta egaggtgege 
accgcgtcgc cgtcctccac 
agtaeggect caggceggag 
acaacctccc eggggtcaag 
ggggaagect ggaaaacctc 
agaagatcaa ggcccacctg 
ccgacctccc cctggaggtg 
gggccttcct ggagaggctg 
cccccgcccc cctggaggag 
tcctctcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg etaegggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagece 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ecaeggggag gcttagtagc 
tgggecagag gatccgccgg 
actatageca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tetaeggcat gtccgcccat 
tggectttat agagegctae 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 



2220 

gtgaagagcg tcagggaggc cgcggagcgc 
2280 

gccgccgacc tcatgaagct cgccatggtg 
2340 

gcccgcatgc tcctccaggt cgccaacgag 
24 00 

gaggaggtgg cggctttggc caaggaggcc 
2460 

ctggaggtgg aggtggggat gggggaggac 
2508 

<212> Type : DNA 

<211> Length : 2508 

SequenceName : 2747 
SequenceDescription : 

Custom Codon 



atggccttca acatgcccgt ccagggcacc 
aagctcttcc cccgcctccg ggagatgggg 
ctcctcctgg aggcccccca agcgcgggcc 
atggagaagg cctatcccct cgccgtgccc 
tggctttccg ccaagggt 



Sequence Name : 2747 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPVLKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2748 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 



<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
Q 600 

S ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 

*2 ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 

HP 720 

Of gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 

y| 780 

if* gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 

f 840 

m gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 

y 900 

PI gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 

ff 960 

g| atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 

jpj 1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
^ 1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccagttt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 



gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 ' " ~ " 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2749 

SequenceDescription : 

Custom Codon 



Sequence Name : 2749 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAEL KALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVL AS REGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPSLKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 



RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2750 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
102 0 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 



1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccggtgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2751 

SequenceDescription : 

Custom Codon 



Sequence Name : 2751 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREK1KAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 



360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTGA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EE AVAF I ERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

S e quenc eName : 2752 

SeguenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
102 0 



gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 

1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagctta 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
222 0 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2753 

SequenceDescription : 

Custom Codon 
Sequence Name : 2753 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSL AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL' RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQEIiAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2754 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 



660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

stgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

Ui gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 

p 1260 

2 cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 

1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
£ 1380 

fjf! caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 

Q 1440 

■rs ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 

; w isoo 

!L gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagccgt 

0 1560 

jig gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 

f% 1620 

m gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 

1680 

;!S acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 

ftf 1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
22 80 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 



ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2755 

SequenceDescription : 

Custom Codon 



Sequence Name : 2755 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSR AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2756 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 



tacgaggcct acaaggcggg gagggccccg 
300 

ctcatcaagg agctggtgga cctcctgggg 
360 

gcggacgacg ttctcgccac cctggccaag 
420 

atcctcaccg ccgaccgcga cctctaccaa 
480 

cccgagggcc acctcatcac cccggagtgg 
540 

cagtgggtgg acttccgcgc cctcgtgggg 
600 

ggcatcgggg agaagaccgc cctcaagctc 
660 

ctcaagaacc tggaccgggt aaagccagaa 
720 

gaagacctca ggctctcctt ggagctctcc 
780 

gacctcgccc aggggcggga gcccgaccgg 
840 

gagttcggca gcctcctcca cgagttcggc 
900 

gccccctggc ccccgccgga aggggccttc 
960 

atgtgggcgg agcttaaagc cctggccgcc 
1020 

gaccccttgg cggggctaaa ggacctcaag 
1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc gaacaccacc 
1200 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca tatggaggcc 
1380 

caggcccttt ccctggagct tgcggaggag 

1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccaagtt gaagaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
1980 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 



acccccgagg acttcccccg gcagctcgcc 
tttacccgcc tcgaggtccc cggctacgag 
aaggcggaaa aggaggggta cgaggtgcgc 
ctcgtctccg accgcgtcgc cgtcctccac 
ctttgggaga agtacggcct caggccggag 
gacccctccg acaacctccc cggggtcaag 
ctcaaggagt ggggaagcct ggaaaacctc 
aacgtccggg agaagatcaa ggcccacctg 
cgggtgcgca ccgacctccc cctggaggtg 
gaggggctta gggccttcct ggagaggctg 
ctcctggagg cccccgcccc cctggaggag 
gtgggcttcg tcctctcccg ccccgagccc 
tgcaggggcg gccgcgtgca ccgggcagca 
gaggtccggg gcctcctcgc caaggacctc 
ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggctggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
aagaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 
gtggccctgg actatagcca gatagagctc 
aacctgatca gggtcttcca ggaggggaag 
ttcggcgtcc ccccggaggc cgtggacccc 
ttcggcgtcc tctacggcat gtccgcccat 
gaggaggcgg tggcctttat agagcgctac 



2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2757 

SequenceDescription : 

Custom Codon 



Sequence Name : 2757 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPKLKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA ME KAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

S e que nc eName : 2758 

SequenceDescription : 



Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 

420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 



acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 

1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
.192 0 

gacatcgcca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

S equenceName : 2759 

SequenceDescription : 

Custom Codon 



Sequence Name : 2759 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLAS REGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 



AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIATQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2 760 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 



1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagccg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
162 0 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggt 
2508 

<212> Type : DNA 
<211> Length : 2508 

SequenceName : 2761 

SequenceDescription : 

Custom Codon 



Sequence Name : 2761 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 



240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKP KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTW FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKG 
836 

<212> Type : PRT 
<211> Length : 836 

SequenceName : 2762 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcatcgt ggtctttgac gccgaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 



gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
13 80 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 

1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2763 

SequenceDescription : 



Custom Codon 



Sequence Name : 2763 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 
24 0 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggctt tacccgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 
660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 

ctatccctgg agctatcccg ggtgcacacg gacttgctcc ttcaggtgga cttcgcccgg 
780 

cgccgggagc cggaccggga ggggcttaag gcctttttgg agaggctgga gttcggaagc 
840 

ctcctccacg agttcggcct gttggaaagc ccggtggcgg cggaggaagc tccctggccg 
900 

ccccccgagg gagccttcgt ggggtacgtt ctttcccgcc ccgagcccat gtgggcggag 
960 

cttaacgcct tggccgccgc ctggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
1020 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
1080 

tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1140 

ggcccctcga acaccacccc cgagggggtg gcgcggcgct acggggggga gtggacggag 
1200 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
1320 

ctggcccata tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtgc tctttgacga gcttaggctt 
1500 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

gccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 



1620 

ctcaagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 
1680 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 

1740 

ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
1800 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
1860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccag 
2040 

gagcttgcca tcccctacga ggaggcggtg gcctttatag agcgctactt ccaaagcttc 
2100 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 

gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
2220 

a 9ggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 
2280 

atgaagctcg ccatggtgaa gctcttcccc cgcctccggg agatgggggc ccgcatgctc 
2340 

ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 
2460 

gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 
<211> Length : 2514 

SequenceName : 2764 

SequenceDescription : 

Custom Codon 



Sequence Name : 2764 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcatcgt ggtctttgac gccgaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
3 00 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
3 60 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 



cccgagggcc 


acctcatcac 


540 




cagtgggtgg 


actaccgggc 


600 




ggcatcgggg 


agaagacggc 


660 




cttaagcacc 


tggaacaggt 


720 




gaggacctca 


agctatccct 


780 




gacttcgccc 


ggcgccggga 


840 




gagttcggaa 


gcctcctcca 


900 




gctccctggc 


cgccccccga 


960 




atgtgggcgg 


agcttaacgc 


1020 




gaccccttgg 


cggggctaaa 


1080 




gccgtcttgg 


cctcgaggga 


1140 




gcctacctcc 


tgggcccctc 


1200 




gagtggacgg 


aggacgccgc 


1260 




cttaagcgcc 


tcgaggggga 


1320 




ctctcccggg 


tcctggccca 


1380 




caggcccttt 


ccctggagct 


1440 




ttggcgggcc 


accccttcaa 


1500 




gagcttaggc 


ttcccgcctt 


1560 




gcggtgctgg 


aggccctacg 


1620 




gagctcacca 


agctcaagaa 


1680 




acgggccgcc 


tccacacccg 


1740 




tccgacccca 


acctgcagaa 


1800 




gccttcgtgg 


ccgaggcggg 


1860 




cgcgtcctcg 


cccacctctc 


1920 




gacatccaca 


cccagaccgc 


1980 




ctgatgcgcc 


gggcggccaa 


2 040 




aggctctccc 


aggagcttgc 


2100 




ttccaaagct 


tccccaaggt 


2160 




cggggctacg 


tggaaaccct 


2220 




gtgaagagcg 


tcagggaggc 


2280 




gccgccgacc 


tcatgaagct 



cccggagtgg ctttgggaga 
cttggccggg gacccttccg 
ggccaagctg atccgggagt 
gaaacctgcc tccgtgcggg 
ggagctatcc cgggtgcaca 
gccggaccgg gaggggctta 
cgagttcggc ctgttggaaa 
gggagccttc gtggggtacg 
cttggccgcc gcctggggcg 
ggacctcaag gaggtccggg 
ggggctagac ctcgtgcccg 
gaacaccacc cccgaggggg 
ccaccgggcc ctcctctcgg 
ggagaagctc ctttggctct 
tatggaggcc accggggtac 
tgcggaggag atccgccgcc 
cctcaactcc cgggaccagc 
gaagaagacg aagaagacag 
ggaggcccac cccatcgtgg 
cacctacgtg gaccccctcc 
cttcaaccag acggccacgg 
catccccgtc cgcaccccct 
ttgggcgttg gtggccctgg 
cggggacgaa aacctgatca 
aagctggatg ttcggcgtcc 
gacggtgaac ttcggcgtcc 
catcccctac gaggaggcgg 
gcgggcctgg atagaaaaga 
cttcggaaga aggcgctacg 
cgcggagcgc atggccttca 
cgccatggtg aagctcttcc 



agtatgggct taagccttcc 
acaacatccc cggcgtgaag 
ggggaagcct ggaaaacctt 
agaagatcct tagccacatg 
cggacttgct ccttcaggtg 
aggccttttt ggagaggctg 
gcccggtggc ggcggaggaa 
ttctttcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 
gggtcttcca ggaggggaag 
ccccggaggc cgtggacccc 
tctacggcat gtccgcccat 
tggcctttat agagcgctac 
ccctggagga ggggaggaag 
tgcccgacct caacgcccgg 
acatgcccgt ccagggcacc 
cccgcctccg ggagatgggg 



2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2765 

SequenceDescription : 

Custom Codon 



Sequence Name : 2765 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVIWFD AEAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLKPS 
180 

QWVDYRALAG DPSDNIPGVK GIGEKTAAKL IREWGSLENL LKHLEQVKPA SVREKILSHM 
240 

EDLKLSLELS RVHTDLLLQV DFARRREPDR EGLKAFLERL EFGSLLHEFG LLESPVAAEE 
300 

APWPPPEGAF VGYVLSRPEP MWAELNALAA AWGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2766 

SequenceDescription : 

Sequence 



<213> OrganismName ; Artificial Sequence 
<400> PreSequenceString : 



atgaattccg aggcgatgct 
60 

ggccaccacc tggcctaccg 
12 0 

gaaccggtgc aggcggtcta 
180 

gggtacaagg ccgtcatcgt 
240 

tacgaggcct acaaggcggg 
300 

ctcatcaagg agctggtgga 
3 60 

gcggacgacg ttctcgccac 
420 

atcctcaccg ccgaccgcga 
480 

cccgagggcc acctcatcac 
540 

^gtgggtgg acttccgcgc 
600 

ggcatcgggg agaagaccgc 
660 

ctcaagcacc tggaacaggt 
720 

gaggacctca agctatccct 
780 

gacttcgccc ggcgccggga 
840 

gagttcggaa gcctcctcca 
900 

gctccctggc cgccccccga 
960 

atgtgggcgg agcttaacgc 
1020 

gaccccttgg cggggctaaa 
1080 

gccgtcttgg cctcgaggga 
1140 

gcctacctcc tgggcccctc 
1200 

gagtggacgg aggacgccgc 
1260 

cttaagcgcc tcgaggggga 
1320 

ctctcccggg tcctggccca 
1380 

caggcccttt ccctggagct 
1440 

ttggcgggcc accccttcaa 
1500 

gagcttaggc ttcccgcctt 
1560 

gcggtgctgg aggccctacg 
1620 

gagctcacca agctcaagaa 
1680 

acgggccgcc tccacacccg 
1740 

tccgacccca acctgcagaa 
1800 

gccttcgtgg ccgaggcggg 





gaacccaaag 


/"t 4~ -4~ s*t +•* +• /"« 


gccctgaagg 


cggcttcgcc 


aagagcctcc 


ggtctt: tgac 


gccgaggccc 


gagggccccg 


acccccgagg 


cctcctgggg 


tttacccgcc 


cctggccaag 


aaggcggaaa 


cctctaccaa 


ctcgtctccg 


c ccgg agtgg 


ctttgggaga 


ccccgcgggg 


gacccctccg 


cctcaagctc 


ctcaaggagt 


gaaacctgcc 


tccgtgcggg 


ggagctatcc 


cgggtgcaca 


gccggaccgg 


gaggggctta 


cgagttcggc 


ctgttggaaa 


999 a 9 cc ttc 


gtggggtacg 


cttggccgcc 


gcctggggcg 


ggacctcaag 


gaggtccggg 


ggggctagac 


ctcgtgcccg 


gaacaccacc 


cccgaggggg 


ccaccgggcc 


ctcctctcgg 


ggagaagctc 


ctttggctct 


tatggaggcc 


accggggtac 


tgcggaggag 


atccgccgcc 


cctcaactcc 


cgggaccagc 


gaagaagacg 


aagaagacag 


ggaggcccac 


cccatcgtgg 


cacctacgtg 


gaccccctcc 


cttcaaccag 


acggccacgg 


catccccgtc 


cgcaccccct 


ttgggcgttg 


gtggccctgg 



gccgggtcct cctggtggac 
gcctcaccac gagccggggc 
tcaaggccct gaaggaggac 
cctccttccg ccacgaggcc 
acttcccccg gcagctcgcc 
tcgaggtccc cggctacgag 
a 99 a gg9gta cgaggtgcgc 
accgcgtcgc cgtcctccac 
agtacggcct caggccggag 
acaacctccc cggggtcaag 
ggggaagcct ggaaaacctc 
agaagatcct tagccacatg 
cggacttgct ccttcaggtg 
aggccttttt ggagaggctg 
gcccggtggc ggcggaggaa 
ttctttcccg ccccgagccc 
gccgcgtgca ccgggcagca 
gcctcctcgc caaggacctc 
gggacgaccc catgctcctc 
tggcgcggcg ctacgggggg 
agaggctcca tcggaacctc 
accacgaggt ggaaaagccc 
ggctggacgt ggcctacctt 
tcgaggagga ggtcttccgc 
tggaaagggt gctctttgac 
gcaagcgctc caccagcgcc 
agaagatcct ccagcaccgg 
caagcctcgt ccacccgagg 
ccacggggag gcttagtagc 
tgggccagag gatccgccgg 
actatagcca gatagagctc 



1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 " 
cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 

2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2767 

SequenceDescription : 

Custom Codon 



Sequence Name : 2767 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVIWFD AEAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKHLEQVKPA SVREKILSHM 
240 

EDLKLSLELS RVHTDLLLQV DFARRREPDR EGLKAFLERL EFGSLLHEFG LLESPVAAEE 
300 

APWPPPEGAF VGYVLSRPEP MWAELNALAA AWGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 



720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2768 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcatcgt ggtctttgac gccgaggccc cctccttccg ccacgaggcc 
24 0 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccggac tcgctccggc gcaagataga ggcgcacctc 
720 

gaggacctcc acctctcctt agacctggcc cgcatccgca ccgacctccc cctggaggtg 
780 

gactttaagg ccctgcgccg caggaccccc gacctggagg gcctgagggc ctttttggag 
840 

gagctggagt tcggaagcct cctccacgag ttcggcctcc tgggagggga gaagccccgg 
900 

gaggaggccc cctggccccc gcccgaaggg gccttcgtgg gcttcctcct ttcccgcaag 
960 

gagcccatgt gggcggagct tctggccctg gcggcggcct cgggcggccg cgtgcaccgg 
1020 

gcagcagacc ccttggcggg gctaaaggac ctcaaggagg tccggggcct cctcgccaag 
1080 

gacctcgccg tcttggcctc gagggagggg ctagacctcg tgcccgggga cgaccccatg 
1140 

ctcctcgcct acctcctggg cccctcgaac accacccccg agggggtggc gcggcgctac 
1200 

gggggggagt ggacggagga cgccgcccac cgggccctcc tctcggagag gctccatcgg 
1260 

aacctcctta agcgcctcga gggggaggag aagctccttt ggctctacca cgaggtggaa 
1320 

aagcccctct cccgggtcct ggcccatatg gaggccaccg gggtacggct ggacgtggcc 



1380 

taccttcagg ccctttccct ggagcttgcg gaggagatcc gccgcctcga ggaggaggtc 
1440 

ttccgcttgg cgggccaccc cttcaacctc aactcccggg accagctgga aagggtgctc 
1500 " * 

tttgacgagc ttaggcttcc cgccttgaag aagacgaaga agacaggcaa gcgctccacc 
1560 

agcgccgcgg tgctggaggc cctacgggag gcccacccca tcgtggagaa gatcctccag 
1620 

caccgggagc tcaccaagct caagaacacc tacgtggacc ccctcccaag cctcgtccac 
1680 

ccgaggacgg gccgcctcca cacccgcttc aaccagacgg ccacggccac ggggaggctt 
1740 

agtagctccg accccaacct gcagaacatc cccgtccgca cccccttggg ccagaggatc 
1800 

cgccgggcct tcgtggccga ggcgggttgg gcgttggtgg ccctggacta tagccagata 
1860 

gagctccgcg tcctcgccca cctctccggg gacgaaaacc tgatcagggt cttccaggag 
1920 

gggaaggaca tccacaccca gaccgcaagc tggatgttcg gcgtcccccc ggaggccgtg 
1980 

gaccccctga tgcgccgggc ggccaagacg gtgaacttcg gcgtcctcta cggcatgtcc 
2040 

gcccataggc tctcccagga gcttgccatc ccctacgagg aggcggtggc ctttatagag 
2100 

cgctacttcc aaagcttccc caaggtgcgg gcctggatag aaaagaccct ggaggagggg 
2160 

aggaagcggg gctacgtgga aaccctcttc ggaagaaggc gctacgtgcc cgacctcaac 
2220 

gcccgggtga agagcgtcag ggaggccgcg gagcgcatgg ccttcaacat gcccgtccag 
2280 

ggcaccgccg ccgacctcat gaagctcgcc atggtgaagc tcttcccccg cctccgggag 
2340 

atgggggccc gcatgctcct ccaggtcgcc aacgagctcc tcctggaggc cccccaagcg 
2400 

cgggccgagg aggtggcggc tttggccaag gaggccatgg agaaggccta tcccctcgcc 
2460 

gtgcccctgg aggtggaggt ggggatgggg gaggactggc tttccgccaa gggtcaccac 
2520 

caccaccacc ac 
2532 

<212> Type : DNA 
<211> Length : 2532 

SequenceName : 2769 

SequenceDescription : 

Custom Codon 



Sequence Name : 2769 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVIWFD AEAPS FRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPD SLRRKIEAHL 



240 

EDLHLSLDLA RIRTDLPLEV DFKALRRRTP DLEGLRAFLE ELEFGSLLHE FGLLGGEKPR 
300 

EEAPWPPPEG AFVGFLLSRK EPMWAELLAL AAASGGRVHR AADPLAGLKD LKEVRGLLAK 
360 

DLAVLASREG LDLVPGDDPM LLAYLLGPSN TTPEGVARRY GGEWTEDAAH RALLSERLHR 
420 

NLLKRLEGEE KLLWLYHEVE KPLSRVLAHM EATGVRLDVA YLQALSLELA EEIRRLEEEV 
480 

FRLAGHPFNL NSRDQLERVL FDELRLPALK KTKKTGKRST SAAVLEALRE AHPIVEKILQ 
540 

HRELTKLKNT YVDPLPSLVH PRTGRLHTRF NQTATATGRL SSSDPNLQNI PVRTPLGQRI 
600 

RRAFVAEAGW ALVALDYSQI ELRVLAHLSG DENLIRVFQE GKDIHTQTAS WMFGVPPEAV 
660 

DPLMRRAAKT VNFGVLYGMS AHRLSQELAI PYEEAVAFIE RYFQSFPKVR AWIEKTLEEG 
720 

RKRGYVETLF GRRRYVPDLN ARVKSVREAA ERMAFNMPVQ GTAADLMKLA MVKLFPRLRE 
780 

MGARMLLQVA NELLLEAPQA RAEEVAALAK EAMEKAYPLA VPLEVEVGMG EDWLSAKGHH 

840 

HHHH 

844 

<212> Type : PRT 
<211> Length : 844 

SequenceName : 2770 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcatcgt ggtctttgac gccgaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
4 80 

cccgagggcc acctcatcac cccgaaggac gtccaggaga agtacggggt gcccccggag 
540 

cgctgggtgg acttccgcgc cctcacgggg gaccgctcgg acaacatccc cggggtggcg 
600 

gggatagggg agaagaccgc ccttcgactc ctcgcagagt gggggagcgt ggaaaacctc 
660 

ctgaagaacc tggaccgggt aaagccggac tcgctccggc gcaagataga ggcgcacctc 
720 

gaggacctcc acctctcctt agacctggcc cgcatccgca ccgacctccc cctggaggtg 
780 

gactttaagg ccctgcgccg caggaccccc gacctggagg gcctgagggc ctttttggag 
840 

gagctggagt tcggaagcct cctccacgag ttcggcctcc tgggagggga gaagccccgg 



gaggaggccc 


cctggccccc 


gcccgaaggg 

-3 ZJ ZJ ZJ ZJ 


960 






gagcccatgt 


gggcggagct 


tctggccctg 


1020 






gcagcagacc 


ccttggcggg 


gctaaaggac 


1080 






gacctcgccg 


tcttggcctc 


gagggagggg 

—1 ZJ ZJ Z3 ZJ ZJ ZJ ZJ 


1140 






ctcctcgcct 


acctcctggg 


cccctcgaac 


1200 






gggggggagt 


ggacggagga 


cgccgcccac 


1260 






aacctcctta 


agcgcctcga 


gggggaggag 

-J — ' — ' -J _^ — ' — ' ZJ 


1320 






aagcccctct 


cccgggtcct 


ggcccatatg 


1380 






taccttcagg 


ccctttccct 


ggagcttqcq 

— ' -J ~J —i ZJ 


144 0 






ttccgcttgg 


cgggccaccc 


cttcaacctc 


1500 






tttgacgagc 


ttaggcttcc 


cqccttqaaq 


1560 






agcgccgcgg 


tgctggaggc 


cctacqqqaq 


1620 






caccgggagc 


tcaccaagct 


caagaacacc 


1680 






ccgaggacgg 


gccgcctcca 


cacccgcttc 


1740 






agtagctccg 


accccaacct 


gcagaacatc 


1800 






cgccgggcct 


tcqtqqccqa 

-J z) ZJ *D 


qqCQQQttOcr 


I860 






gagctccgcg 


tcctcgccca 


cctctccqaa 


192 0 






gggaaggaca 


tccacaccca 


gaccgcaagc 


1980 






gaccccctga 


tgcgccgggc 


qqccaaqacq 


2040 






gcccataggc 


tctcccagga 


QCttciccatc 


2100 






cgctacttcc 


aaagcttccc 


caaqqtqcqq 

^■^^ZJZJ ^ZJ^ZDZ) 


2160 






aqqaaqcqqq 

ZJ ZJ ZJ 


gctacgtgga 


aaccctcttc 


2220 






Qccccrqataa 


acfaac0tcaa 


CJCJ3 aaccacn 


2280 






craca ccaacci 


ccaa rf t* c a t" 


rfia 3 rip ^ t~*ci t~* r~> 
yaayutCyCC 


2340 






^ ^zjzj zj zjzj ^ 


acatachppi - 


L-^ayy LLyuc 


2400 






cgggccgagg 


aggtggcggc 


tttggccaag 


2460 






gtgcccctgg 


aggtggaggt 


ggggatgggg 


2520 






caccaccacc 


ac 




2532 






<212> Type 


: DNA 




<211> Length : 2532 





SequenceName : 2771 
SequenceDescription : 



gccttcgtgg 


gcttcctcct 


ttcccgcaag 


gcggcggcct 


cgggcggccg 


cgtgcaccgg 


ctcaaggagg 


tccggggcct 


cctcgccaag 


ctagacctcg 


tgcccgggga 


cgaccccatg 


accacccccg 


agggggtggc 


gcggcgctac 


cgggccctcc 


tctcggagag 


gctccatcgg 


aagctccttt 


ggctctacca 


cgaggtggaa 


gaggccaccg 


gggtacggcg 


ggacgtggcc 


gaggagatcc 


gccgcctcga 


ggaggaggtc 


aactcccggg 


accagctgga 


aa gggtgctc 


aagacgaaga 


agacaggcaa 


gcgctccacc 


gcccacccca 


tcgtggagaa 


gatcctccag 


tacgtggacc 


ccctcccaag 


cctcgtccac 


aaccagacgg 


ccacggccac 


ggggaggctt 


cccgtccgca 


cccccttggg 


ccagaggatc 


gcgttggtgg 


ccctggacta 


tagccagata 


gacgaaaacc 


tgatcagggt 


cttccaggag 


tggatgttcg 


gcgtcccccc 


ggaggccgtg 


gtgaacttcg 


gcgtcctcta 


cggcatgtcc 


ccctacgagg 


aggcggtggc 


ctttatagag 


gcctggatag 


aaaagaccct 


ggaggagggg 


ggaagaaggc 


gctacgtgcc 


cgacctcaac 


qaqcqcatqq 

zj^zj zj zjzj 


ccttcaacat 


crccccrt" rraa 

V-» l_- C*. V-J 


atggtgaagc 


tcttcccccg 


cctccgggag 


aacgagctcc 


tcctggaggc 


cccccaagcg 


gaggccatgg 


agaaggccta 


tcccctcgcc 


gaggactggc 


tttccgccaa 


gggtcaccac 



Custom Codon 



Sequence Name : 2771 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVIWFD AEAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPKD VQEKYGVPPE 
180 

RWVDFRALTG DRSDNIPGVA GIGEKTALRL LAEWGSVENL LKNLDRVKPD SLRRKIEAHL 
240 

EDLHLSLDLA RIRTDLPLEV DFKALRRRTP DLEGLRAFLE ELEFGSLLHE FGLLGGEKPR 
300 

EEAPWPPPEG AFVGFLLSRK EPMWAELLAL AAASGGRVHR AADPLAGLKD LKEVRGLLAK 
360 

DLAVLASREG LDLVPGDDPM LLAYLLGPSN TTPEGVARRY GGEWTEDAAH RALLS ERLHR 
420 

NLLKRLEGEE KLLWLYHEVE KPLSRVLAHM EATGVRLDVA YLQALSLELA EEIRRLEEEV 
480 

FRLAGHPFNL NSRDQLERVL FDELRLPALK KTKKTGKRST SAAVLEALRE AHPIVEKILQ 
540 

HRELTKLKNT YVDPLPSLVH PRTGRLHTRF NQTATATGRL SSSDPNLQNI PVRTPLGQRI 
600 

RRAFVAEAGW ALVALDYSQI ELRVLAHLSG DENLIRVFQE GKDIHTQTAS WMFGVPPEAV 
660 

DPLMRRAAKT WFGVLYGMS AHRLSQELAI PYEEAVAFIE RYFQSFPKVR AWIEKTLEEG 
720 

RKRGYVETLF GRRRYVPDLN ARVKSVREAA ERMAFNMPVQ GTAADLMKLA MVKLFPRLRE 
780 

MGARMLLQVA NELLLEAPQA RAEEVAALAK EAMEKAYPLA VPLEVEVGMG EDWLSAKGHH 

840 

HHHH 

844 

<212> Type : PRT 
<211> Length : 844 

SequenceName : 2772 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcatcgt ggtctttgac gccgaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtgcc gggctttgaa 
360 

gcggatgacg tcctggctac cctggccaag aaggcggaaa aggaaggcta cgaagtgcgc 



420 

atcctcaccg cggaccggga cctttaccag 
480 

ccggagggtt acctgatcac cccggagtgg 
540 

cagtgggtgg actaccgggc cttggccggg 
600 

ggcatcgggg agaagacggc ggccaagctg 
660 

cttaagcacc tggaacaggt gaaacctgcc 

gaggacctca agctatccct ggagctatcc 
780 

gacttcgccc ggcgccggga gccggaccgg 
840 

gagttcggaa gcctcctcca cgagttcggc 
900 

gctccctggc cgccccccga gggagccttc 
960 

atgtgggcgg agcttaacgc cttggccgcc 

1020 

gaccccttgg cggggctaaa ggacctcaag 
1080 

gccgtcttgg cctcgaggga ggggctagac 
1140 

gcctacctcc tgggcccctc gaacaccacc 
1200 

gagtggacgg aggacgccgc ccaccgggcc 
1260 

cttaagcgcc tcgaggggga ggagaagctc 
1320 

ctctcccggg tcctggccca tatggaggcc 
1380 

caggcccttt ccctggagct tgcggaggag 
1440 

ttggcgggcc accccttcaa cctcaactcc 
1500 

gagcttaggc ttcccgcctt gaagaagacg 
1560 

gcggtgctgg aggccctacg ggaggcccac 
1620 

gagctcacca agctcaagaa cacctacgtg 
1680 

acgggccgcc tccacacccg cttcaaccag 
1740 

tccgacccca acctgcagaa catccccgtc 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg 
1860 

cgcgtcctcg cccacctctc cggggacgaa 
1920 

gacatccaca cccagaccgc aagctggatg 
1980 

ctgatgcgcc gggcggccaa gacggtgaac 
2040 

aggctctccc aggagcttgc catcccctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg 
2160 

cggggctacg tggaaaccct cttcggaaga 
2220 



cttctttcgg agcgaatctc catccttcac 
ctttgggaga agtatgggct taagccttcc 
gacccttccg acaacatccc cggcgtgaag 
atccgggagt ggggaagcct ggaaaacctt 
tccgtgcggg agaagatcct tagccacatg 
cgggtgcaca cggacttgct ccttcaggtg 
gaggggctta aggccttttt ggagaggctg 
ctgttggaaa gcccggtggc ggcggaggaa 
gtggggtacg ttctttcccg ccccgagccc 
gcctggggcg gccgcgtgca ccgggcagca 
gaggtccggg gcctcctcgc caaggacctc 
ctcgtgcccg gggacgaccc catgctcctc 
cccgaggggg tggcgcggcg ctacgggggg 
ctcctctcgg agaggctcca tcggaacctc 
ctttggctct accacgaggt ggaaaagccc 
accggggtac ggctggacgt ggcctacctt 
atccgccgcc tcgaggagga ggtcttccgc 
cgggaccagc tggaaagggt gctctttgac 
aagaagacag gcaagcgctc caccagcgcc 
cccatcgtgg agaagatcct ccagcaccgg 
gaccccctcc caagcctcgt ccacccgagg 
acggccacgg ccacggggag gcttagtagc 
cgcaccccct tgggccagag gatccgccgg 
gtggccctgg actatagcca gatagagctc 
aacctgatca gggtcttcca ggaggggaag 
ttcggcgtcc ccccggaggc cgtggacccc 
ttcggcgtcc tctacggcat gtccgcccat 
gaggaggcgg tggcctttat agagcgctac 
atagaaaaga ccctggagga ggggaggaag 
aggcgctacg tgcccgacct caacgcccgg 



gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2773 

SeguenceDescription : 

Custom Codon 



Sequence Name : 2773 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVIWFD AEAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGFE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LLSER1SILH PEGYLITPEW LWEKYGLKPS 
180 

QWVDYRALAG DPSDNIPGVK GIGEKTAAKL IREWGSLENL LKHLEQVKPA SVREKILSHM 
240 

EDLKLSLELS RVHTDLLLQV DFARRREPDR EGLKAFLERL EFGSLLHEFG LLESPVAAEE 
300 

APWPPPEGAF VGYVLSRPEP MWAELNALAA AWGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLMAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2774 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 " "" ~ ' " ~ ^ ' 

gtgatcgtgg tctttgacgc cgaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 
480 

ctgatcaccc cggagtggct ttgggagaag tacggcctca ggccggagca gtgggtggac 
540 

ttccgcgccc tcgtggggga cccctccgac aacctccccg gggtcaaggg catcggggag 
600 

aagaccgccc tcaagctcct caaggagtgg ggaagcctgg aaaacctcct caagaacctg 
660 

gaccgggtaa agccagaaaa cgtccgggag aagatcaagg cccacctgga agacctcagg 
720 

ctctccttgg agctctcccg ggtgcgcacc gacctccccc tggaggtgga cctcgcccag 
780 

gggcgggagc ccgaccggga ggggcttagg gccttcctgg agaggctgga gttcggcagc 
840 

ctcctccacg agttcggcct cctggaggcc cccgcccccc tggaggaggc cccctggccc 

ccgccggaag gggccttcgt gggcttcgtc ctctcccgcc ccgagcccat gtgggcggag 
960 

cttaaagccc tggccgcctg caggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
1020 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
1080 

tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1140 

ggcccctcga acaccacccc cgagggggtg gcgcggcgct acggggggga gtggacggag 
1200 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
1320 

ctggcccata tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtgc tctttgacga gcttaggctt 
1500 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

gccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 
1620 

ctcaagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 
1680 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 
1740 



ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
180 0 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
1860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccag 
2040 

gagcttgcca tcccctacga ggaggcggtg gcctttatag agcgctactt ccaaagcttc 
2100 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 

gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
2220 

agggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 
2280 

atgaagctcg ccatggtgaa gctcttcccc cgcctccggg agatgggggc ccgcatgctc 
2340 

ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 
2460 

gtSSSJc^tSJg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 
<211> Length : 2514 

SequenceName : 2775 

SequenceDescription : 

Custom Codon 



Sequence Name : 2775 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAEAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLRPEQWVD 
180 

FRALVGDPSD NLPGVKGIGE KTALKLLKEW GSLENLLKNL DRVKPENVRE KIKAHLEDLR 
240 

LSLELSRVRT DLPLEVDLAQ GREPDREGLR AFLERLEFGS LLHEFGLLEA PAPLEEAPWP 
300 

PPEGAFVGFV LSRPEPMWAE LKALAACRGG RVHRAADPLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 



AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 

<212> Type : PRT 
<211> Length : 838 

SequenceName : 2776 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 
120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 
180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 
240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 
300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 
360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 
420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 
4 80 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 
540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 
600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 
660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 
720 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 
780 

gacctcgccc aggggcggga gcccgaccgg gaggggctta gggccttcct ggagaggctg 
840 

gagttcggca gcctcctcca cgagttcggc ctcctggagg cccccgcccc cctggaggag 
900 

gccccctggc ccccgccgga aggggccttc gtgggcttcg tcctctcccg ccccgagccc 
960 

atgtgggcgg agcttaaagc cctggccgcc tgcaggggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 

gcctacctcc tgggcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
12 00 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 
1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 



ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

j*f gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 

63 1980 

0 ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 

m 2040 

'% aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 

£ 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
IJ? 2160 

yy cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 

7 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 

U 2280 

5* gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 

ff 2340 

B§ gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 

m gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 

* M 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 
2520 

caccacgtcg acatgaccat gattacgcca agctatttag gtgacactat agaatactca 
2580 

agctatgcat caagcttggt accgagctcg gatccactag taacggccgc cagtgtgctg 
2640 

gaattctgca gatatccatc acactggcgg ccgctcgagc atgcatctag agggcccaat 
2700 

tcgccctata gtgagtcgta ttacaattca ctggccgtcg ttttacaacg tcgtgactgg 
2760 

gaaaaccctg gcgttaccca acttaatcgc cttgcagcac atcccccttt cgccagctgg 
2820 

cgtaatagcg aagaggcccg caccgatcgc ccttcccaac agttgcgcag cctgaatggc 
2880 

gaatgggacg cgccctgtag cggcgcatta agcgcggcgg gtgtggtggt tacgcgcagc 
2940 

gtgaccgcta cacttgccag cgccctagcg cccgctcctt tcgctttctt cccttccttt 
3000 

ctcgccacgt tcgccggctt tccccgtcaa gctctaaatc gggggctccc tttagggttc 
3060 

cgatttagag ctttacggca cctcgaccgc aaaaaacttg atttgggtga tggttcacgt 
3120 

agtgggccat cgccc 



3135 

<212> Type : DNA 
<211> Length : 3135 

SequenceName : 2777 

SequenceDescription : 

Custom Codon 
Sequence Name : 2777 
Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AKAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 
840 

HHVDMTMITP SYLGDTIEYS SYASSLVPSS DPLVTAASVL EFCRYPSHWR PLEHASRGPN 
900 

SPYSESYYNS LAWLQRRDW ENPGVTQLNR LAAHPPFASW RNSEEARTDR PSQQLRSLNG 
960 

EWDAPCSGAL SAAGVWTRS VTATLASALA PAPFAFFPSF LATFAGFPRQ ALNRGLPLGF 
1020 

RFRALRHLDR KKLDLGDGSR SGPSP 
1045 

<212> Type : PRT 
<211> Length : 1045 

SequenceName : 2778 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 



caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
72 0 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 

1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 



1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
22 80 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2779 

SequenceDescription : 

Custom Codon 



Sequence Name : 2779 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> Pre SequenceSt ring : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAK APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 



LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2780 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSTPLFDLE EPPKRVLLVD GHHLAYRTFY ALSLTTSRGE PVQMVYGFAR SLLKALKEDG 
60 

QAVWVFDAK APSFRHEAYE AYKAGRAPTP EDFPRQLALV KRLVDLLGFT RLEAPGYEAD 
120 

DVLGTLAKKA EREGMEVR1L TGDRDFFQLL SEKVSVLLPD GTLVTPKDVQ EKYGVPPERW 
180 

VDFRALTGDR SDNIPGVAGI GEKTALRLLA EWGSVENLLK NLDRVKPDSL RRKIEAHLED 
240 

LHLSLDLARI RTDLPLEVDF KALRRRTPDL EGLRAFLEEL EFGSLLHEFG LLGGEKPREE 
300 

APWPPPEGAF VGFLLSRKEP MWAELLALAA ASGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRIiHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT - 
<211> Length : 842 

SequenceName : 27 81 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAKAP SFRHQTYEAY KAGRAPTPED FPRQLALIKE MVDLLGFTRL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTAAKLIREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 
240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 
300 



PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAAD PL A GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 
660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838< 

<212> Type : PRT 
<211> Length : 83 8 

SequenceName : 2782 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GYKAVFWFD AEAPSFRHEA YEAYKAGRAP TPEDFPRQLA LIKELVDLLG FTRLEVPGYE 
120 

ADDVLATLAK KAEKEGYEVR ILTADRDLYQ LVSDRVAVLH PEGHLITPEW LWEKYGLRPE 
180 

QWVDFRALVG DPSDNLPGVK GIGEKTALKL LKEWGSLENL LKNLDRVKPE NVREKIKAHL 
240 

EDLRLSLELS RVRTDLPLEV DLAQGREPDR EGLRAFLERL EFGSLLHEFG LLEAPAPLEE 
300 

APWPPPEGAF VGFVLSRPEP MWAELKALAA CRGGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLAS REGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA E E VAALAKE A ME KAYPL AVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 27 83 



SequenceDescription : 
Sequence 

<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 

300 . 

aaggagctgg tggacctcct ggggctggcg cgcctcgagg tcccgggcta cgaggcggac 

360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
150 0 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 



1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
222 0 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2784 

SequenceDescription : 

Custom Codon 



Sequence Name : 2784 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APS FRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGLA RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 



KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2785 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcca ccccactttt tgacctggag gaacccccca agcgggtgct tctggtggac 
60 

ggccaccacc tggcctaccg caccttctat gccctgagcc tcaccacctc ccggggggag 
120 

ccggtgcaga tggtctacgg cttcgcccgg agcctcctca aggccttgaa ggaggacgga 
180 

caggcggtgg tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacgag 
240 

gcctacaagg cgggccgggc ccccaccccg gaggacttcc cccgccagct cgccttggtc 
300 

aagcggctgg tggaccttct gggcctggtc cgcctcgagg ccccggggta cgaggcggac 
360 

gacgtcctgg gcaccctggc caagaaggcc gaaagggagg ggatggaggt gcgcatcctc 
420 

acgggagacc gggacttctt ccagctcctc tccgagaagg tctcggtcct cctgccggac 
480 

gggaccctgg tcaccccaaa ggacgtccag gagaagtacg gggtgccccc ggagcgctgg 
540 

gtggacttcc gcgccctcac gggggaccgc tcggacaaca tccccggggt ggcggggata 
600 

ggggagaaga ccgcccttcg actcctcgca gagtggggga gcgtggaaaa cctcctgaag 
660 

aacctggacc gggtaaagcc ggactcgctc cggcgcaaga tagaggcgca cctcgaggac 
720 

ctccacctct ccttagacct ggcccgcatc cgcaccgacc tccccctgga ggtggacttt 
780 

aaggccctgc gccgcaggac ccccgacctg gagggcctga gggccttttt ggaggagctg 
840 

gagttcggaa gcctcctcca cgagttcggc ctcctgggag gggagaagcc ccgggaggag 
900 

gccccctggc ccccgcccga aggggccttc gtgggcttcc tcctttcccg caaggagccc 
960 

atgtgggcgg agcttctggc cctggcggcg gcctcgggcg gccgcgtgca ccgggcagca 
1020 

gaccccttgg cggggctaaa ggacctcaag gaggtccggg gcctcctcgc caaggacctc 
1080 

gccgtcttgg cctcgaggga ggggctagac ctcgtgcccg gggacgaccc catgctcctc 
1140 

gcctacctcc tggtcccctc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 
1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 



1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 
1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggctggacgt ggcctacctt 
1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 
1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 
1500 

gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 
1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 
1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 
1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 
1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 
1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 
1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 
1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 
1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 
2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 
2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 
2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 
2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 
2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 
2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 
2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 
2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 

2520 

caccac 

2526 

<212> Type : DNA 
<211> Length : 2526 

SequenceName : 2786 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 786 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSTPLFDLE EPPKRVLLVD GHHLAYRTFY ALSLTTSRGE PVQMVYGFAR SLLKALKEDG 
60 

QAWWFDAE APSFRHEAYE AYKAGRAPTP EDFPRQLALV KRLVDLLGLV RLEAPGYEAD 



120 

DVLGTLAKKA EREGMEVRIL TGDRDFFQLL SEKVSVLLPD GTLVTPKDVQ EKYGVPPERW 
180 

VDFRALTGDR SDNIPGVAGI GEKTALRLLA EWGSVENLLK NLDRVKPDSL RRKIEAHLED 
240 

LHLSLDLARI RTDLPLEVDF KALRRRTPDL EGLRAFLEEL EFGSLLHEFG LLGGEKPREE 
300 

APWPPPEGAF VGFLLSRKEP MWAELLALAA AS GGRVHRAA DPLAGLKDLK EVRGLLAKDL 
360 

AVLASREGLD LVPGDDPMLL AYLLGPSNTT PEGVARRYGG EWTEDAAHRA LLSERLHRNL 
420 

LKRLEGEEKL LWLYHEVEKP LSRVLAHMEA TGVRLDVAYL QALSLELAEE IRRLEEEVFR 
480 

LAGHPFNLNS RDQLERVLFD ELRLPALKKT KKTGKRSTSA AVLEALREAH PIVEKILQHR 
540 

ELTKLKNTYV DPLPSLVHPR TGRLHTRFNQ TATATGRLSS SDPNLQNIPV RTPLGQRIRR 
600 

AFVAEAGWAL VALDYSQIEL RVLAHLSGDE NLIRVFQEGK DIHTQTASWM FGVPPEAVDP 
660 

LMRRAAKTVN FGVLYGMSAH RLSQELAIPY EEAVAFIERY FQSFPKVRAW IEKTLEEGRK 
720 

RGYVETLFGR RRYVPDLNAR VKSVREAAER MAFNMPVQGT AADLMKLAMV KLFPRLREMG 
780 

ARMLLQVANE LLLEAPQARA EEVAALAKEA MEKAYPLAVP LEVEVGMGED WLSAKGHHHH 

840 

HH 

842 

<212> Type : PRT 
<211> Length : 842 

SequenceName : 2787 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 
180 

gtgatcgtgg tctttgacgc cgaggccccc tccttccgcc accagaccta cgaggcctac 
240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 
300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 
360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 
420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 

480 

ctgatcaccc cggagtggct ttgggagaag tatgggctta agccttccca gtgggtggac 
540 

taccgggcct tggccgggga cccttccgac aacatccccg gcgtgaaggg catcggggag 
600 

aagacggcgg ccaagctgat ccgggagtgg ggaagcctgg aaaaccttct taagcacctg 
660 

gaacaggtga aacctgcctc cgtgcgggag aagatcctta gccacatgga ggacctcaag 
720 

ctatccctgg agctatcccg ggtgcacacg gacttgctcc ttcaggtgga cttcgcccgg 



780 

cgccgggagc cggaccggga ggggcttaag gcctttttgg agaggctgga gttcggaagc 
840 

ctcctccacg agttcggcct gttggaaagc ccggtggcgg cggaggaagc tccctggccq 
900 

ccccccgagg gagccttcgt ggggtacgtt ctttcccgcc ccgagcccat gtgggcggag 

cttaacgcct tggccgccgc ctggggcggc cgcgtgcacc gggcagcaga ccccttggcg 
X 0 2 0 

gggctaaagg acctcaagga ggtccggggc ctcctcgcca aggacctcgc cgtcttggcc 
tcgagggagg ggctagacct cgtgcccggg gacgacccca tgctcctcgc ctacctcctg 
1200 CCtCga aCaCCacccc c ^ a 9ggggtg gcgcggcgct acggggggga gtggacggag 

gacgccgccc accgggccct cctctcggag aggctccatc ggaacctcct taagcgcctc 
1260 

gagggggagg agaagctcct ttggctctac cacgaggtgg aaaagcccct ctcccgggtc 
132 0 

ctggcccata tggaggccac cggggtacgg ctggacgtgg cctaccttca ggccctttcc 
1380 

ctggagcttg cggaggagat ccgccgcctc gaggaggagg tcttccgctt ggcgggccac 
1440 

1500 tCaaCC tCaactCCC9 gg acca gctg gaaagggtgc tctttgacga gcttaggctt 

cccgccttga agaagacgaa gaagacaggc aagcgctcca ccagcgccgc ggtgctggag 
1560 

^ccctacggg aggcccaccc catcgtggag aagatcctcc agcaccggga gctcaccaag 

^caagaaca cctacgtgga ccccctccca agcctcgtcc acccgaggac gggccgcctc 

cacacccgct tcaaccagac ggccacggcc acggggaggc ttagtagctc cgaccccaac 
1740 

ctgcagaaca tccccgtccg cacccccttg ggccagagga tccgccgggc cttcgtggcc 
1800 

gaggcgggtt gggcgttggt ggccctggac tatagccaga tagagctccg cgtcctcgcc 
1860 

cacctctccg gggacgaaaa cctgatcagg gtcttccagg aggggaagga catccacacc 
1920 

cagaccgcaa gctggatgtt cggcgtcccc ccggaggccg tggaccccct gatgcgccgg 
1980 

gcggccaaga cggtgaactt cggcgtcctc tacggcatgt ccgcccatag gctctcccaq 
2040 

2l00 ttgCCa tcccctacga ^gaggcggtg gcctttatag agcgctactt ccaaagcttc 

cccaaggtgc gggcctggat agaaaagacc ctggaggagg ggaggaagcg gggctacgtg 
2160 

gaaaccctct tcggaagaag gcgctacgtg cccgacctca acgcccgggt gaagagcgtc 
222 0 

agggaggccg cggagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 
2280 

2340 agCtC9 CCatggtgaa g ctcttc ccc cgcctccggg agatgggggc ccgcatgctc 

ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 
2400 

^ctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 

gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 
2514 

<212> Type : DNA 



<211> Length : 2514 

SequenceName : 2788 
SequenceDescription 



Custom Codon 
Sequence Name : 278 8 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSLPLFEPK GRVLLVDGHH LAYRTFFALK GLTTSRGEPV QAVYGFAKSL LKALREDGDV 
60 

VIWFDAEAP SFRHQTYEAY KAGRAPTPED FPRQL ALIKE MVDLLGLERL EVPGFEADDV 
120 

LATLAKKAEK EGYEVRILTA DRDLYQLLSE RISILHPEGY LITPEWLWEK YGLKPSQWVD 
180 

YRALAGDPSD NIPGVKGIGE KTAAKLIREW GSLENLLKHL EQVKPASVRE KILSHMEDLK 
240 

LSLELSRVHT DLLLQVDFAR RREPDREGLK AFLERLEFGS LLHEFGLLES PVAAEEAPWP 
300 

PPEGAFVGYV LSRPEPMWAE LNALAAAWGG RVHRAADPLA GLKDLKEVRG LLAKDLAVLA 
360 

SREGLDLVPG DDPMLLAYLL GPSNTTPEGV ARRYGGEWTE DAAHRALLSE RLHRNLLKRL 
420 

EGEEKLLWLY HEVEKPLSRV LAHMEATGVR LDVAYLQALS LELAEEIRRL EEEVFRLAGH 
480 

PFNLNSRDQL ERVLFDELRL PALKKTKKTG KRSTSAAVLE ALREAHPIVE KILQHRELTK 
540 

LKNTYVDPLP SLVHPRTGRL HTRFNQTATA TGRLSSSDPN LQNIPVRTPL GQRIRRAFVA 
600 

EAGWALVALD YSQIELRVLA HLSGDENLIR VFQEGKDIHT QTASWMFGVP PEAVDPLMRR 
660 

AAKTVNFGVL YGMSAHRLSQ ELAIPYEEAV AFIERYFQSF PKVRAWIEKT LEEGRKRGYV 
720 

ETLFGRRRYV PDLNARVKSV REAAERMAFN MPVQGTAADL MKLAMVKLFP RLREMGARML 
780 

LQVANELLLE APQARAEEVA ALAKEAMEKA YPLAVPLEVE VGMGEDWLSA KGHHHHHH 
838 



<212> Type : PRT 

<211> Length : 838 

SequenceName : 2789 
SequenceDescription 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 



360 

gacgtcctgg ccagcctggc caagaaggcg 
420 

accgccgaca aagaccttta ccagctcctt 
480 

gggtacctca tcaccccggc ctggctttgg 
540 

gccgactacc gggccctgac cggggacgag 
600 

ggggagaaga cggcgaggaa gcttctggag 
660 

aacctggacc ggctgaagcc cgccatccgg 
72 0 

aagctctcct gggacctggc caaggtgcgc 
780 

aaaaggcggg agcccgaccg ggagaggctt 

agcctcctcc acgagttcgg ccttctggaa 
900 

cccccgccgg aaggggcctt cgtgggcttt 

gatcttctgg ccctggccgc cgccaggggc 
1020 

gcggggctaa aggacctcaa ggaggtccgg 
1080 

gcctcgaggg aggggctaga cctcgtgccc 
1140 

ctgggcccct cgaacaccac ccccgagggg 
1200 

gaggacgccg cccaccgggc cctcctctcg 
1260 

ctcgaggggg aggagaagct cctttggctc 
1320 

gtcctggccc atatggaggc caccggggta 
1380 

tccctggagc ttgcggagga gatccgccgc 
1440 

caccccttca acctcaactc ccgggaccag 
1500 

cttcccgcct tgaagaagac gaagaagaca 
1560 

gaggccctac gggaggccca ccccatcgtg 
1620 

aagctcaaga acacctacgt ggaccccctc 
168 0 

ctccacaccc gcttcaacca gacggccacg 
1740 

aacctgcaga acatccccgt ccgcaccccc 
1800 

gccgaggcgg gttgggcgtt ggtggccctg 
1860 

gcccacctct ccggggacga aaacctgatc 
1920 

acccagaccg caagctggat gttcggcgtc 
1980 

c 999 c 99 cca agacggtgaa cttcggcgtc 
2040 

caggagcttg ccatccccta cgaggaggcg 
2100 

ttccccaagg tgcgggcctg gatagaaaag 
2160 



gaaaaggagg gctacgaggt ccgcatcctc 
tccgaccgca tccacgtcct ccaccccgag 
gaaaagtacg gcctgaggcc cgaccagtgg 
tccgacaacc ttcccggggt caagggcatc 
gagtggggga gcctggaagc cctcctcaag 
gagaagatcc tggcccacat ggacgatctg 
accgacctgc ccctggaggt ggacttcgcc 
agggcctttc tggagaggct tgagtttggc 
agccccaagg ccctggagga ggccccctgg 
gtgctttccc gcaaggagcc catgtgggcc 
ggccgcgtgc accgggcagc agaccccttg 
ggcctcctcg ccaaggacct cgccgtcttg 
ggggacgacc ccatgctcct cgcctacctc 
gtggcgcggc gctacggggg ggagtggacg 
gagaggctcc atcggaacct ccttaagcgc 
taccacgagg tggaaaagcc cctctcccgg 
cggctggacg tggcctacct tcaggccctt 
ctcgaggagg aggtcttccg cttggcgggc 
ctggaaaggg tgctctttga cgagcttagg 
ggcaagcgct ccaccagcgc cgcggtgctg 
gagaagatcc tccagcaccg ggagctcacc 
ccaagcctcg tccacccgag gacgggccgc 
gccacgggga ggcttagtag ctccgacccc 
ttgggccaga ggatccgccg ggccttcgtg 
gactatagcc agatagagct ccgcgtcctc 
agggtcttcc aggaggggaa ggacatccac 
cccccggagg ccgtggaccc cctgatgcgc 
ctctacggca tgtccgccca taggctctcc 
gtggccttta tagagcgcta cttccaaagc 
accctggagg aggggaggaa gcggggctac 



gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 27 90 

SequenceDescription : 

Custom Codon 



Sequence Name : 27 90 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2791 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg aggcgatgct gcccctcttt gagcccaagg gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttccac gccctgaagg gcctcaccac cagccggggg 
120 

gagccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct caaggaggac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 

240 

ggggggtaca aggcgggccg ggcccccacg ccggaggact ttccccggca actcgccctc 
300 

atcaaggagc tggtggacct cctggggttc acgcgcctcg aggtcccggg ctacgaggcg 
360 

gacgacgtcc tggccagcct ggccaagaag gcggaaaagg agggctacga ggtccgcatc 
420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 
540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 
600 

atcggggaga agacggcgag gaagcttctg gaggagtggg ggagcctgga agccctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagagg cttagggcct ttctggagag gcttgagttt 
840 

ggcagcctcc tccacgagtt cggccttctg gaaagcccca aggccctgga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc tttgtgcttt cccgcaagga gcccatgtgg 
960 

gccgatcttc tggccctggc cgccgccagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 
1140 

ctcctgggcc cctcgaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 
1200 

acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 

cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
1320 

cgggtcctgg cccatatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 
1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
1440 

ggccacccct tcaacctcaa ctcccgggac cagctggaaa gggtgctctt tgacgagctt 
1500 

aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 
1560 

ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 
162 0 

accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 
1680 

cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 
1740 



cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 
1800 

gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 
1860 

ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 
1920 

cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 
1980 

cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 
2040 

tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 
2100 

agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 

2220 

agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 
2280 

gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 2792 

SequenceDescription : 

Custom Codon 



Sequence Name : 2792 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> Pre Sequences t ring : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFH ALKGLTTSRG EPVQAVYGFA KSLLKALKED 
60 

GDAVIWFDA EAPSFRHEAY GGYKAGRAPT PEDFPRQLAL IKELVDLLGF TRLEVPGYEA 
120 

DDVLASLAKK AE KEG YEVR I LTADKDLYQL LSDRIHVLHP EGYLITPAWL WEKYGLRPDQ 
180 

WADYRAIiTGD ESDNLPGVKG IGEKTARKLL EEWGSLEALL KNLDRLKPAI REKI LAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDRER LRAFLERLEF GSLLHEFGLL ESPKALEEAP 
300 

WPPPEGAFVG FVLSRKEPMW ADLLALAAAR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 



660 

RRAAKTVNFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 840 

SequenceName : 2793 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttctttgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
132 0 



gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
24 60 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2794 

SequenceDescription : 

Custom Codon 



Sequence Name : 27 94 
Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFFA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 



240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2795 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcag agaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 



cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 ~ " ^ ~~ ' 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 " = 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2796 

SequenceDescription : 

Custom Codon 



Sequence Name : 2796 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALREDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2797 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccaccctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 



gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 

600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 
1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 



2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
24 00 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
24 60 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DMA 
<211> Length : 2517 

SequenceName : 2798 

SequenceDescription : 

Custom Codon 



Sequence Name : 2798 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 
MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP 
120 

DVLATLAKKA EKEGYEVRIL TADKDLYQLL 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2799 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 



LKGLTTSRGE 
EDFPRQLALI 
SDRIHVLHPE 
EWGSLEALLK 
RAFLERLEFG 
GRVHRAADPL 
VARRYGGEWT 
RLDVAYLQAL 
GKRSTSAAVL 
ATGRLSSSDP 
RVFQEGKDIH 
VAFIERYFQS 
NMPVQGTAAD 
AYPLAVPLEV 



PVQAVYGFAK 
KELVDLLGFT 
GYLITPAWLW 
NLDRLKPAIR 
SLLHEFGLLE 
AGLKDLKEVR 
EDAAHRALLS 
SLELAEEIRR 
EALREAHPIV 
NLQNIPVRTP 
TQTASWMFGV 
FPKVRAWIEK 
LMKLAMVKLF 
EVGMGEDWLS 



SLLKALKEDG 
RLEVPGYEAD 
EKYGLRPDQW 
EKILAHMDDL 
SPKALEEAPW 
GLLAKDLAVL 
ERLHRNLLKR 
LEEEVFRLAG 
EKILQHRELT 
LGQRIRRAFV 
PPEAVDPLMR 
TLEEGRKRGY 
PRLREMGARM 
AKGHHHHHH 



caccacctgg cctaccgcac cttccacgcc 
120 

ccggtgcagg cggtctacgg cttcgccaag 
180 

gacgcggtga tcgtggtctt tgacgccgag 
240 

gggtacaagg cgggccgggc ccccacgccg 
300 

aaggagctgg tggacctcct ggggttcacg 
360 

gacgtcctgg ccagcctggc caagaaggcg 
420 

accgccgaca aagaccttta ccagctcctt 
480 

gggtacctca tcaccccggc ctggctttgg 
540 

gccgactacc gggccctgac cggggacgag 
600 

ggggagaaga cggcgctcaa gcttctggag 
660 

aacctggacc ggctgaagcc cgccatccgg 
720 

aagctctcct gggacctggc caaggtgcgc 

aaaaggcggg agcccgaccg ggagaggctt 
840 

agcctcctcc acgagttcgg ccttctggaa 
900 

cccccgccgg aaggggcctt cgtgggcttt 
960 

gatcttctgg ccctggccgc cgccaggggc 
1020 

gcggggctaa aggacctcaa ggaggtccgg 
1080 

gcctcgaggg aggggctaga cctcgtgccc 
1140 

ctgggcccct cgaacaccac ccccgagggg 
1200 

gaggacgccg cccaccgggc cctcctctcg 
1260 

ctcgaggggg aggagaagct cctttggctc 
1320 

gtcctggccc atatggaggc caccggggta 
1380 

tccctggagc ttgcggagga gatccgccgc 
1440 

caccccttca acctcaactc ccgggaccag 
1500 

cttcccgcct tgaagaagac gaagaagaca 
1560 

gaggccctac gggaggccca ccccatcgtg 
1620 

aagctcaaga acacctacgt ggaccccctc 
1680 

ctccacaccc gcttcaacca gacggccacg 
1740 

aacctgcaga acatccccgt ccgcaccccc 
1800 

gccgaggcgg gttgggcgtt ggtggccctg 
1860 

gcccacctct ccggggacga aaacctgatc 



ctgaagggcc tcaccaccag ccggggggag 
agcctcctca aggccctcaa ggaggacggg 
gccccctcct tccgccacga ggcctacggg 
gaggactttc cccggcaact cgccctcatc 
cgcctcgagg tcccgggcta cgaggcggac 
gaaaaggagg gctacgaggt ccgcatcctc 
tccgaccgca tccacgtcct ccaccccgag 
gaaaagtacg gcctgaggcc cgaccagtgg 
tccgacaacc ttcccggggt caagggcatc 
gagtggggga gcctggaagc cctcctcaag 
gagaagatcc tggcccacat ggacgatctg 
accgacctgc ccctggaggt ggacttcgcc 
agggcctttc tggagaggct tgagtttggc 
agccccaagg ccctggagga ggccccctgg 
gtgctttccc gcaaggagcc catgtgggcc 
ggccgcgtgc accgggcagc agaccccttg 
ggcctcctcg ccaaggacct cgccgtcttg 
ggggacgacc ccatgctcct cgcctacctc 
9t99 c 9 c 99 c gctacggggg ggagtggacg 
gagaggctcc atcggaacct ccttaagcgc 
taccacgagg tggaaaagcc cctctcccgg 
cggctggacg tggcctacct tcaggccctt 
ctcgaggagg aggtcttccg cttggcgggc 
ctggaaaggg tgctctttga cgagcttagg 
ggcaagcgct ccaccagcgc cgcggtgctg 
gagaagatcc tccagcaccg ggagctcacc 
ccaagcctcg tccacccgag gacgggccgc 
gccacgggga ggcttagtag ctccgacccc 
ttgggccaga ggatccgccg ggccttcgtg 
gactatagcc agatagagct ccgcgtcctc 
agggtcttcc aggaggggaa ggacatccac 



1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
222 0 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2800 

SequenceDescription : 

Custom Codon 



Sequence Name : 2800 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
12 0 

DVLASLAKKA EKEGYEVRIL, TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTALKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 



LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2 801 

SequenceDescription : 



Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggaggggctt aaggcctttc tggagaggct tgagtttggc 
840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 
1080 

gcctcgaggg aggggctaga cctcgtgccc ggggacgacc ccatgctcct cgcctacctc 
1140 

ctgggcccct cgaacaccac ccccgagggg gtggcgcggc gctacggggg ggagtggacg 
1200 

gaggacgccg cccaccgggc cctcctctcg gagaggctcc atcggaacct ccttaagcgc 
1260 

ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 
1320 

gtcctggccc atatggaggc caccggggta cggctggacg tggcctacct tcaggccctt 
1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 
1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 



1500 

cttcccgcct tgaagaagac gaagaagaca ggcaagcgct ccaccagcgc cgcggtgctg 
1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 
1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 
1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 
1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcgtg 
1800 

gccgaggcgg gttgggcgtt ggtggccctg gactatagcc agatagagct ccgcgtcctc 
1860 

gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 
1920 

acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 
1980 ~ , 

cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 
2040 

caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 ^ ~ ~ ~~ " 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
2220 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
2280 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
2340 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2802 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 802 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVL.HPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDREGL KAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 



ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2 803 

SequenceDescription : 

Sequence 



<213> OrganisniName : Artificial Sequence 
<4 00> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

gg99 a 9 aa g a cggcgaggaa gcttctggag g a gtggggga gcctggaagc cctcctcaag 
660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 
720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 
780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 
84 0 

agcctcctcc acgagttcgg ccttctggga ggggagaagc cccgggagga ggccccctgg 
900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 
960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtgc accgggcagc agaccccttg 
1020 

gcggggctaa aggacctcaa ggaggtccgg ggcctcctcg ccaaggacct cgccgtcttg 



1080 

gcctcgaggg aggggctaga cctcgtgccc 
1140 

ctgggcccct cgaacaccac ccccgagggg 
1200 

gaggacgccg cccaccgggc cctcctctcg 
1260 

ctcgaggggg aggagaagct cctttggctc 
1320 

gtcctggccc atatggaggc caccggggta 
1380 

tccctggagc ttgcggagga gatccgccgc 
1440 

caccccttca acctcaactc ccgggaccag 
1500 

cttcccgcct tgaagaagac gaagaagaca 
1560 

gaggccctac gggaggccca ccccatcgtg 
1620 

aagctcaaga acacctacgt ggaccccctc 
1680 

ctccacaccc gcttcaacca gacggccacg 
1740 

aacctgcaga acatccccgt ccgcaccccc 
1800 

gccgaggcgg gttgggcgtt ggtggccctg 
1860 

gcccacctct ccggggacga aaacctgatc 
1920 

acccagaccg caagctggat gttcggcgtc 
1980 

cgggcggcca agacggtgaa cttcggcgtc 
2040 

caggagcttg ccatccccta cgaggaggcg 
2100 

ttccccaagg tgcgggcctg gatagaaaag 
2160 

gtggaaaccc tcttcggaag aaggcgctac 
2220 

gtcagggagg ccgcggagcg catggccttc 
2280 

ctcatgaagc tcgccatggt gaagctcttc 
2340 

ctcctccagg tcgccaacga gctcctcctg 
2400 

gcggctttgg ccaaggaggc catggagaag 
2460 

gaggtgggga tgggggagga ctggctttcc 
2517 

<212> Type : DNA 

<211> Length : 2517 

SequenceName : 2804 
SequenceDescription : 

Custom Codon 



Sequence Name : 2 804 
Sequence 



ggggacgacc 


ccatgctcct 


cgcctacctc 


gtggcgcggc 


gctacggggg 


ggagtggacg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


cggctggacg 


tggcctacct 


tcaggccctt 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


ctggaaaggg 


tgctctttga 


cgagcttagg 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


gccacgggga 


ggcttagtag 


ctccgacccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


gactatagcc 


agatagagct 


ccgcgtcctc 


agggtcttcc 


aggaggggaa 


ggacatccac 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


ctctacggca 


tgtccgccca 


taggctctcc 


gtggccttta 


tagagcgcta 


cttccaaagc 


accctggagg 


aggggaggaa 


gcggggctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


aacatgcccg 


tccagggcac 


cgccgccgac 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


gccaagggtc 


accaccacca 


ccaccac 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLG GEKPREEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRKLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2 8 05 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 

120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 
240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 
300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 
360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 
420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 
480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 
540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 
600 

ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc cctcctcaag 



660 

aacctggacc ggctgaagcc cgccatccgg 
72 0 

aagctctcct gggacctggc caaggtgcgc 
780 

aaaaggcggg agcccgaccg ggagaggctt 
840 

agcctcctcc acgagttcgg ccttctggaa 
900 

cccccgccgg aaggggcctt cgtgggcttt 
960 

gatcttctgg ccctggccgc ctgcaggggc 
102 0 

gcggggctaa aggacctcaa ggaggtccgg 
1080 

gcctcgaggg aggggctaga cctcgtgccc 
1140 

ctgggcccct cgaacaccac ccccgagggg 
1200 

gaggacgccg cccaccgggc cctcctctcg 
1260 

ctcgaggggg aggagaagct cctttggctc 
1320 

gtcctggccc atatggaggc caccggggta 
13 80 

tccctggagc ttgcggagga gatccgccgc 
144 0 ~ ~ 

caccccttca acctcaactc ccgggaccag 
1500 

cttcccgcct tgaagaagac gaagaagaca 
1560 

gaggccctac gggaggccca ccccatcgtg 
1620 

aagctcaaga acacctacgt ggaccccctc 
1680 

ctccacaccc gcttcaacca gacggccacg 
1740 

aacctgcaga acatccccgt ccgcaccccc 
1800 

gccgaggcgg gttgggcgtt ggtggccctg 
1860 

gcccacctct ccggggacga aaacctgatc 
1920 

acccagaccg caagctggat gttcggcgtc 
1980 

cgggcggcca agacggtgaa cttcggcgtc 
2040 

caggagcttg ccatccccta cgaggaggcg 
2100 

ttccccaagg tgcgggcctg gatagaaaag 
2160 

gtggaaaccc tcttcggaag aaggcgctac 
2220 

gtcagggagg ccgcggagcg catggccttc 
2280 

ctcatgaagc tcgccatggt gaagctcttc 
2340 

ctcctccagg tcgccaacga gctcctcctg 
2400 

gcggctttgg ccaaggaggc catggagaag 
2460 



gagaagatcc tggcccacat ggacgatctg 
accgacctgc ccctggaggt ggacttcgcc 
agggcctttc tggagaggct tgagtttggc 
agccccaagg ccctggagga ggccccctgg 
gtgctttccc gcaaggagcc catgtgggcc 
ggccgcgtgc accgggcagc agaccccttg 
ggcctcctcg ccaaggacct cgccgtcttg 
ggggacgacc ccatgctcct cgcctacctc 
gtggcgcggc gctacggggg ggagtggacg 
gagaggctcc atcggaacct ccttaagcgc 
taccacgagg tggaaaagcc cctctcccgg 
cggctggacg tggcctacct tcaggccctt 
ctcgaggagg aggtcttccg cttggcgggc 
ctggaaaggg tgctctttga cgagcttagg 
ggcaagcgct ccaccagcgc cgcggtgctg 
gagaagatcc tccagcaccg ggagctcacc 
ccaagcctcg tccacccgag gacgggccgc 
gccacgggga ggcttagtag ctccgacccc 
ttgggccaga ggatccgccg ggccttcgtg 
gactatagcc agatagagct ccgcgtcctc 
agggtcttcc aggaggggaa ggacatccac 
cccccggagg ccgtggaccc cctgatgcgc 
ctctacggca tgtccgccca taggctctcc 
gtggccttta tagagcgcta cttccaaagc 
accctggagg aggggaggaa gcggggctac 
gtgcccgacc tcaacgcccg ggtgaagagc 
aacatgcccg tccagggcac cgccgccgac 
ccccgcctcc gggagatggg ggcccgcatg 
gaggcccccc aagcgcgggc cgaggaggtg 
gcctatcccc tcgccgtgcc cctggaggtg 



gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2806 

SequenceDescription : 

Custom Codon 



Sequence Name : 2 8 06 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLE EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAACRG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYVDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 

<212> Type : PRT 
<211> Length : 839 

SequenceName : 2807 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 
60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 
120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 
180 

gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 



240 

gggtacaagg cgggccgggc 
300 

aaggagctgg tggacctcct 
360 

gacgtcctgg ccagcctggc 
420 

accgccgaca aagaccttta 
480 

gggtacctca tcaccccggc 
540 

gccgactacc gggccctgac 
600 

ggggagaaga cggcgaggaa 
660 

aacctggacc ggctgaagcc 
720 

aagctctcct gggacctggc 

780 

aaaaggcggg agcccgaccg 
840 

agcctcctcc acgagttcgg 
900 

cccccgccgg aaggggcctt 
960 

gatcttctgg ccctggccgc 
1020 

gcggggctaa aggacctcaa 
1080 

gcctcgaggg aggggctaga 
1140 

ctgggcccct cgaacaccac 
1200 

gaggacgccg cccaccgggc 
1260 

ctcgaggggg aggagaagct 
1320 

gtcctggccc atatggaggc 
1380 

tccctggagc ttgcggagga 
1440 

caccccttca acctcaactc 
1500 

cttcccgcct tgaagaagac 
1560 

gaggccctac gggaggccca 
1620 

aagctcaaga acacctacgt 
1680 

ctccacaccc gcttcaacca 
1740 

aacctgcaga acatccccgt 
1800 

gccgaggcgg gttgggcgtt 
1860 

gcccacctct ccggggacga 
1920 

acccagaccg caagctggat 
1980 

cgggcggcca agacggtgaa 
2 040 



ccccacgccg gaggactttc 
ggggttcacg cgcctcgagg 
caagaaggcg gaaaaggagg 
ccagctcctt tccgaccgca 
ctggctttgg gaaaagtacg 
cggggacgag tccgacaacc 
gcttctgaag gagtggggga 
cgccatccgg gagaagatcc 
caaggtgcgc accgacctgc 
ggagaggctt agggcctttc 
ccttctggaa agccccaagg 
cgtgggcttt gtgctttccc 
cgccaggggc ggccgcgtgc 
ggaggtccgg ggcctcctcg 
cctcgtgccc ggggacgacc 
ccccgagggg gtggcgcggc 
cctcctctcg gagaggctcc 
cctttggctc taccacgagg 
caccggggta cggctggacg 
gatccgccgc ctcgaggagg 
ccgggaccag ctggaaaggg 
gaagaagaca ggcaagcgct 
ccccatcgtg gagaagatcc 
ggaccccctc ccaagcctcg 
gacggccacg gccacgggga 
ccgcaccccc ttgggccaga 
ggtggccctg gactatagcc 
aaacctgatc agggtcttcc 
gttcggcgtc cccccggagg 
cttcggcgtc ctctacggca 



cccggcaact cgccctcatc 
tcccgggcta cgaggcggac 
gctacgaggt ccgcatcctc 
tccacgtcct ccaccccgag 
gcctgaggcc cgaccagtgg 
ttcccggggt caagggcatc 
gcctggaagc cctcctcaag 
tggcccacat ggacgatctg 
ccctggaggt ggacttcgcc 
tggagaggct tgagtttggc 
ccctggagga ggccccctgg 
gcaaggagcc catgtgggcc 
accgggcagc agaccccttg 
ccaaggacct cgccgtcttg 
ccatgctcct cgcctacctc 
gctacggggg ggagtggacg 
atcggaacct ccttaagcgc 
tggaaaagcc cctctcccgg 
tggcctacct tcaggccctt 
aggtcttccg cttggcgggc 
tgctctttga cgagcttagg 
ccaccagcgc cgcggtgctg 
tccagcaccg ggagctcacc 
tccacccgag gacgggccgc 
ggcttagtag ctccgacccc 
ggatccgccg ggccttcgtg 
agatagagct ccgcgtcctc 
aggaggggaa ggacatccac 
ccgtggaccc cctgatgcgc 
tgtccgccca taggctctcc 



caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 
2100 

ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 
2160 

gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 
222 0 

gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 
22 80 

ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 
234 0 

ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 
2400 

gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 
2460 

gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 
2517 

<212> Type : DNA 
<211> Length : 2517 

SequenceName : 2808 

SequenceDescription : 

Custom Codon 
Sequence Name : 2 808 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSGMLPLFE PKGRVLLVDG HHLAYRTFHA LKGLTTSRGE PVQAVYGFAK SLLKALKEDG 
60 

DAVIWFDAE APSFRHEAYG GYKAGRAPTP EDFPRQLALI KELVDLLGFT RLEVPGYEAD 
120 

DVLASLAKKA EKEGYEVRIL TADKDLYQLL SDRIHVLHPE GYLITPAWLW EKYGLRPDQW 
180 

ADYRALTGDE SDNLPGVKGI GEKTARKLLK EWGSLEALLK NLDRLKPAIR EKILAHMDDL 
240 

KLSWDLAKVR TDLPLEVDFA KRREPDRERL RAFLERLEFG SLLHEFGLLE SPKALEEAPW 
300 

PPPEGAFVGF VLSRKEPMWA DLLALAAARG GRVHRAADPL AGLKDLKEVR GLLAKDLAVL 
360 

ASREGLDLVP GDDPMLLAYL LGPSNTTPEG VARRYGGEWT EDAAHRALLS ERLHRNLLKR 
420 

LEGEEKLLWL YHEVEKPLSR VLAHMEATGV RLDVAYLQAL SLELAEEIRR LEEEVFRLAG 
480 

HPFNLNSRDQ LERVLFDELR LPALKKTKKT GKRSTSAAVL EALREAHPIV EKILQHRELT 
540 

KLKNTYYDPL PSLVHPRTGR LHTRFNQTAT ATGRLSSSDP NLQNIPVRTP LGQRIRRAFV 
600 

AEAGWALVAL DYSQIELRVL AHLSGDENLI RVFQEGKDIH TQTASWMFGV PPEAVDPLMR 
660 

RAAKTVNFGV LYGMSAHRLS QELAIPYEEA VAFIERYFQS FPKVRAWIEK TLEEGRKRGY 
720 

VETLFGRRRY VPDLNARVKS VREAAERMAF NMPVQGTAAD LMKLAMVKLF PRLREMGARM 
780 

LLQVANELLL EAPQARAEEV AALAKEAMEK AYPLAVPLEV EVGMGEDWLS AKGHHHHHH 
839 



<212> Type : PRT 
<211> Length : 839 



SequenceName : 2809 
SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg aggcgatgct gcccctcttt gagcccaagg gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttt gccctgaagg gcctcaccac cagccggggg 
120 

gagccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct cagagaggac 
180 

9999 ac 9 c 99 tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 
240 

999999 taca a 99cgggccg ggcccccacg ccggaggact ttccccggca actcgccctc 
300 

atcaaggagc tggtggacct cctggggttc acgcgcctcg aggtcccggg ctacgaggcg 
360 

gacgacgtcc tggccaccct ggccaagaag gcggaaaagg agggctacga ggtccgcatc 
420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 
540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 
600 

atcggggaga agacggcgct caagcttctg gaggagtggg ggagcctgga agccctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagggg cttaaggcct ttctggagag gcttgagttt 
840 

ggcagcctcc tccacgagtt cggccttctg ggaggggaga agccccggga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc tttgtgcttt cccgcaagga gcccatgtgg 
960 

gccgatcttc tggccctggc cgcctgcagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 
1140 

ctcctgggcc cctcgaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 
1200 

acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 

cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
1320 

cgggtcctgg cccatatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 
1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
1440 

ggccacccct tcaacctcaa ctcccgggac cagctggaaa gggtgctctt tgacgagctt 
1500 

aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 
1560 

ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 
1620 



accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 
1680 

cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 

1740 

cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 
1800 

gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 
1860 

ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 
1920 

cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 
1980 

cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 
2040 

tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 
2100 

agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 
2220 

agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 
2280 

gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 2810 

SequenceDescription : 

Custom Codon 



Sequence Name : 2810 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALRED 
60 

GDAVIWFDA EAPSFRHEAY GGYKAGRAPT PEDFPRQLAL IKELVDLLGF TRLEVPGYEA 
120 

DDVLATLAKK AEKEGYEVRI LTADKDLYQL LSDRIHVLHP EGYLITPAWL WEKYGLRPDQ 
180 

WADYRALTGD ESDNLPGVKG IGEKTALKLL EEWGSLEALL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDREG LKAFLERLEF GSLLHEFGLL GGEKPREEAP 
300 

WPPPEGAFVG FVLSRKEPMW ADLLALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 



540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 
660 

RRAAKTVNFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 840 

SequenceName : 2811 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgaattcgg aggcgatgct gcccctcttt gagcccaagg gccgggtcct cctggtggac 
60 

ggccaccacc tggcctaccg caccttcttt gccctgaagg gcctcaccac cagccggggg 
120 

gagccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct cagagaggac 
180 

ggggacgcgg tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 
240 

ggggggtaca aggcgggccg ggcccccacg ccggaggact ttccccggca actcgccctc 
300 

atcaaggagc tggtggacct cctggggttc acgcgcctcg aggtcccggg ctacgaggcg 
360 

gacgacgtcc tggccaccct ggccaagaag gcggaaaagg agggctacga ggtccgcatc 
420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 
480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 
540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 
600 

atcggggaga agacggcgct caagcttctg aaggagtggg ggagcctgga agccctcctc 
660 

aagaacctgg accggctgaa gcccgccatc cgggagaaga tcctggccca catggacgat 
720 

ctgaagctct cctgggacct ggccaaggtg cgcaccgacc tgcccctgga ggtggacttc 
780 

gccaaaaggc gggagcccga ccgggagggg cttaaggcct ttctggagag gcttgagttt 
840 

ggcagcctcc tccacgagtt cggccttctg ggaggggaga agccccggga ggaggccccc 
900 

tggcccccgc cggaaggggc cttcgtgggc tttgtgcttt cccgcaagga gcccatgtgg 
960 

gccgatcttc tggccctggc cgcctgcagg ggcggccgcg tgcaccgggc agcagacccc 
1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 
1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 
1140 

ctcctgggcc cctcgaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 
1200 



acggaggacg ccgcccaccg ggccctcctc tcggagaggc tccatcggaa cctccttaag 
1260 

cgcctcgagg gggaggagaa gctcctttgg ctctaccacg aggtggaaaa gcccctctcc 
1320 

cgggtcctgg cccatatgga ggccaccggg gtacggctgg acgtggccta ccttcaggcc 
1380 

ctttccctgg agcttgcgga ggagatccgc cgcctcgagg aggaggtctt ccgcttggcg 
144 0 

ggccacccct tcaacctcaa ctcccgggac cagctggaaa gggtgctctt tgacgagctt 
1500 

aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 
1560 

ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 
1620 

accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 
1680 

cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 
1740 

cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 
1800 

gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 
1860 

ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 
1920 

cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 
1980 

cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 
2040 

tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 
2100 

agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 
2160 

tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 
2220 

agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 
2280 

gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 
2340 

atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 
2400 

gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 
2460 

gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 
2520 

<212> Type : DNA 
<211> Length : 2520 

SequenceName : 2812 

SequenceDescription : 

Custom Codon 



Sequence Name : 2812 
Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

MNSEAMLPLF EPKGRVLLVD GHHLAYRTFF ALKGLTTSRG EPVQAVYGFA KSLLKALRED 
60 

GDAVIWFDA EAPSFRHEAY GGYKAGRAPT PEDFPRQLAL IKELVDLLGF TRLEVPGYEA 



120 

DDVLATLAKK AEKEGYEVRI LTADKDLYQL LSDRIHVLHP EGYLITPAWL WEKYGLRPDQ 
180 

WADYRALTGD ESDNLPGVKG IGEKTALKLL KEWGSLEALL KNLDRLKPAI REKILAHMDD 
240 

LKLSWDLAKV RTDLPLEVDF AKRREPDREG LKAFLERLEF GSLLHEFGLL GGEKPREEAP 
300 

WPPPEGAFVG FVLSRKEPMW ADLLALAACR GGRVHRAADP LAGLKDLKEV RGLLAKDLAV 
360 

LASREGLDLV PGDDPMLLAY LLGPSNTTPE GVARRYGGEW TEDAAHRALL SERLHRNLLK 
420 

RLEGEEKLLW LYHEVEKPLS RVLAHMEATG VRLDVAYLQA LSLELAEEIR RLEEEVFRLA 
480 

GHPFNLNSRD QLERVLFDEL RLPALKKTKK TGKRSTSAAV LEALREAHPI VEKILQHREL 
540 

TKLKNTYVDP LPSLVHPRTG RLHTRFNQTA TATGRLSSSD PNLQNIPVRT PLGQRIRRAF 
600 

VAEAGWALVA LDYSQIELRV LAHLSGDENL IRVFQEGKDI HTQTASWMFG VPPEAVDPLM 

RRAAKTVNFG VLYGMSAHRL SQELAIPYEE AVAFIERYFQ SFPKVRAWIE KTLEEGRKRG 
720 

YVETLFGRRR YVPDLNARVK SVREAAERMA FNMPVQGTAA DLMKLAMVKL FPRLREMGAR 
780 

MLLQVANELL LEAPQARAEE VAALAKEAME KAYPLAVPLE VEVGMGEDWL SAKGHHHHHH 
840 

<212> Type : PRT 
<211> Length : 840 

SequenceName : 2813 

SequenceDescription : 

Sequence 



<213> OrganismName : Artificial Sequence 
<400> PreSequenceString : 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 
60 

ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 
120 

cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 
180 

atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 
240 

ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 
300 

gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 
360 

caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 
420 

atggggattc cctttgtcga tgccccgtct gaaggagagg cgcaggctgc ttacatggca 
480 

gcaaaaggcg atgtggagta cacaggaagc caggattacg attctctgct cttcggaagc 
540 

ccgagactcg ccagaaatct cgcaataacg ggaaaaagga agcttcccgg caaaaatgtc 
600 

tatgtggatg taaagccgga gataataatt ctggaaagca acctcaaaag gctgggtttg 
660 

acgagggagc agctcatcga catagcgatt ctggtcggga cggactacaa tgagggtgtg 
720 

aagggtgtcg gcgtcaagaa ggctttgaac tacatcaaga cctacggaga tattttcagg 
780 



gcactcaagg ctctgaaagt aaatattgac cacgtagagg agataaggaa tttcttcctg 
840 

aatcctcctg tgactgacga ctacagaata gagttcaggg agcctgactt tgagaaggcc 
900 

atcgagttcc tgtgcgagga gcacgacttc agcagggaga gggtcgagaa ggccttggag 
960 

aagctcaaag ctctgaagtc aacccaggcc acgcttgaga ggtggttcct ggaggaggcc 
1020 

ccctggcccc cgccggaagg ggccttcgtg ggcttcgtcc tctcccgccc cgagcccatg 
1080 

tgggcggagc ttaaagccct ggccgcctgc aggggcggcc gcgtgcaccg ggcagcagac 
1140 

cccttggcgg ggctaaagga cctcaaggag gtccggggcc tcctcgccaa ggacctcgcc 
1200 

gtcttggcct cgagggaggg gctagacctc gtgcccgggg acgaccccat gctcctcgcc 
1260 

tacctcctgg gcccctcgaa caccaccccc gagggggtgg cgcggcgcta cgggggggag 
1320 

tggacggagg acgccgccca ccgggccctc ctctcggaga ggctccatcg gaacctcctt 
1380 

aagcgcctcg agggggagga gaagctcctt tggctctacc acgaggtgga aaagcccctc 
1440 

tcccgggtcc tggcccatat ggaggccacc ggggtacggc tggacgtggc ctaccttcag 
1500 

gccctttccc tggagcttgc ggaggagatc cgccgcctcg aggaggaggt cttccgcttg 
1560 

gcgggccacc ccttcaacct caactcccgg gaccagctgg aaagggtgct ctttgacgag 
1620 

cttaggcttc ccgccttgaa gaagacgaag aagacaggca agcgctccac cagcgccgcg 
1680 

gtgctggagg ccctacggga ggcccacccc atcgtggaga agatcctcca gcaccgggag 
1740 

ctcaccaagc tcaagaacac ctacgtggac cccctcccaa gcctcgtcca cccgaggacg 
1800 

ggccgcctcc acacccgctt caaccagacg gccacggcca cggggaggct tagtagctcc 
1860 

gaccccaacc tgcagaacat ccccgtccgc acccccttgg gccagaggat ccgccgggcc 
1920 

ttcgtggccg aggcgggttg ggcgttggtg gccctggact atagccagat agagctccgc 
1980 

gtcctcgccc acctctccgg ggacgaaaac ctgatcaggg tcttccagga ggggaaggac 
2040 

atccacaccc agaccgcaag ctggatgttc ggcgtccccc cggaggccgt ggaccccctg 
2100 

atgcgccggg cggccaagac ggtgaacttc ggcgtcctct acggcatgtc cgcccatagg 
2160 

ctctcccagg agcttgccat cccctacgag gaggcggtgg cctttataga gcgctacttc 
2220 

caaagcttcc ccaaggtgcg ggcctggata gaaaagaccc tggaggaggg gaggaagcgg 
2280 

ggctacgtgg aaaccctctt cggaagaagg cgctacgtgc ccgacctcaa cgcccgggtg 
2340 

aagagcgtca gggaggccgc ggagcgcatg gccttcaaca tgcccgtcca gggcaccgcc 
24 00 

gccgacctca tgaagctcgc catggtgaag ctcttccccc gcctccggga gatgggggcc 
2460 

cgcatgctcc tccaggtcgc caacgagctc ctcctggagg ccccccaagc gcgggccgag 
2520 

gaggtggcgg ctttggccaa ggaggccatg gagaaggcct atcccctcgc cgtgcccctg 
2580 

gaggtggagg tggggatggg ggaggactgg ctttccgcca agggtcacca ccaccaccac 



